f 



IP-022.ST25.txt 
SEQUENCE LISTING 

<110> Du, chunying 
Yang, Qineng 

<120> Method and Composition for Cleaving iaps 

<130> 40716CIP-022) 

<160> 83 

<170> Patentln version 3.2 

<210> 1 

<211> 975 

<212> DNA 

<213> Homo sapiens 



<4UU> 1 

gccgtcccta 


gcccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat 


cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc 


tggaccggca 


ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgg 


tggctgccga 


tgggctcatt 


180 


gtcaccaacg 


cccatgtggt ggctgatcgg 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 


cagacatcgc 


aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaactctg 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga gtttctgcat 


cgtggggaaa 


agaagaattc 


ctcctccgga 


660 


atcagtgggt 


cccagcggcg 


ctacattggg 


gtgatgatgc 


tgaccctgag 


tcccagcatc 


720 


cttgctgaac 


tacagcttcg 


agaaccaagc 


tttcccgatg 


ttcagcatgg 


tgtactcatc 


780 


cataaagtca 


tcctgggctc 


ccctgcacac 


cgggctggtc 


tgcggcctgg 


tgatgtgatt 


840 


ttggccattg 


gggagcagat 


ggtacaaaat 


gctgaagatg 


tttatgaagc 


tgttcgaacc 


900 


caatcccagt 


tggcagtgca 


gatccggcgg 


ggacgagaaa 


cactgacctt 


atatgtgacc 


960 


cctgaggtca 


cagaa 










975 



<210> 2 

<211> 975 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (193).. (193) 
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<223> n = t, c 
<220> 

<221> MISC_FEATURE 

<222> (195). .(195) 

<223> n = t, c 

<220> 

<221> MISC_FEATURE 

<222> (285). .(285) 

<223> n = a, t, g, c 

<220> 

<221> MISC_FEATURE 

<222> (519). .(519) 

<223> n = a, t, g, c 



<400> 2 

nrrntrrrta 
yLLy LLLLLd 




cgcttctccc 


cggagtcagt 


acaacttcat 


cgcagatgtg 


An 


y uy ydyddyd 


rafirarrtfir 
LdyLdLL Ly L. 


cgtggtctat 


atcgagatcc 


tggaccggca 


ccctttcttg 


1 9H 
-L-iU 


ggccgcgagg 


trrrtatrtr 


gaacggctca 


ggattcgtgg 


tggctgccga 


tgggctcatt 


±<su 


y LLdCLddCy 


ccricing Lgg t 


ggctgatcgg 


cgcagagtcc 


gtgtgagact 


gctaagcggc 




gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 


caganatcgc aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaactcng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 


cgtggggaaa 


agaagaattc 


ctcctccgga 


660 


atcagtgggt 


cccagcggcg 


ctacattggg 


gtgatgatgc 


tgaccctgag 


tcccagcatc 


720 


cttgctgaac 


tacagcttcg 


agaaccaagc 


tttcccgatg 


ttcagcatgg 


tgtactcatc 


780 


cataaagtca 


tcctgggctc 


ccctgcacac 


cgggctggtc 


tgcggcctgg 


tgatgtgatt 


840 


ttggccattg 


gggagcagat 


ggtacaaaat 


gctgaagatg 


tttatgaagc 


tgttcgaacc 


900 


caatcccagt 


tggcagtgca 


gatccggcgg ggacgagaaa 


cactgacctt 


atatgtgacc 


960 


cctgaggtca 


cagaa 










975 



<210> 3 

<211> 975 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_feature 
<222> (193) . . (193) 
<223> n = t, c 
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<220> 

<221> misc_feature 

<222> (195) . . (195) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_feature 

<222> (519).. (519) 

<223> n = t, g 

<400> 3 



gccgtcccLa 


ft f f f* /-t f f ft f* f* 

gcccgccgcc 


cgcuuci-Ccc cgyagicayT. 


acaacttcat 


cgcagatgtg 




gtggagaaga 


cagcacctgc 


cgLggxcxau axegagaLec 


tggaccggca 


ccctttcttg 




ggccgcgagg 


lccc Laucxc 


gaacggctca ggatxcgigg 


tggctgccga tgggctcatt 


loU 


g tcaccaacg 


ccnangtggt 


ggctgatcgg cgcagagtcc 


gtgtgagact 


gctaagcggc 




gacacgtatg 


aggccgtggt 


cacagctgtg gatcccgtgg 


caganatcgc 


aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg cctctgggac 


gctcagctga tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt ggaaacagng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat cgtggggaaa 


agaagaattc 


ctcctccgga 


660 


atcagtgggt 


cccagcggcg 


ctacattggg gtgatgatgc 


tgaccctgag 


tcccagcatc 


720 


cttgctgaac 


tacagcttcg 


agaaccaagc tttcccgatg 


ttcagcatgg 


tgtactcatc 


780 


cataaagtca 


tcctgggctc 


ccctgcacac cgggctggtc 


tgcggcctgg 


tgatgtgatt 


840 


ttggccattg 


gggagcagat 


ggtacaaaat gctgaagatg 


tttatgaagc 


tgttcgaacc 


900 


caatcccagt 


tggcagtgca 


gatccggcgg ggacgagaaa 


cactgacctt 


atatgtgacc 


960 


cctgaggtca 


cagaa 








975 



<210> 4 

<211> 975 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (194) . . (194) 

<223> t, g, c 
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<220> 

<221> MISC_FEATURE 

<222> (195).. (195) 

<223> n = a, t, g, c 

<220> 

<221> MISC_FEATURE 

<222> (284).. (284) 

<223> n = t, g, c 

<220> 

<221> MISC_FEATURE 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> MISC_FEATURE 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 4 



gccgtcccta 


gcccgccgcc cgcttctccc 


cggag rcag l 


acaacttcat 


cgcagatgtg 


OU 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc 


tggaccggca 


ccctttcttg 




ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgg 


tggctgccga tgggctcatt 


180 


gtcaccaacg 


ccgnngtggt 


ggctgatcgg 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 


cagnnatcgc 


aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaactcng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga gtttctgcat 


cgtggggaaa 


agaagaattc 


ctcctccgga 


660 


atcagtgggt 


cccagcggcg 


ctacattggg 


gtgatgatgc 


tgaccctgag 


tcccagcatc 


720 


cttgctgaac 


tacagcttcg 


agaaccaagc 


tttcccgatg 


ttcagcatgg 


tgtactcatc 


780 


cataaagtca 


tcctgggctc 


ccctgcacac 


cgggctggtc 


tgcggcctgg 


tgatgtgatt 


840 


ttggccattg 


gggagcagat 


ggtacaaaat 


gctgaagatg 


tttatgaagc 


tgttcgaacc 


900 


caatcccagt 


tggcagtgca gatccggcgg 


ggacgagaaa 


cactgacctt atatgtgacc 


960 


cctgaggtca 


cagaa 










975 



<210> 5 

<211> 975 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> misc_feature 

<222> (193) . . (195) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (283).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (517).. (517) 

<223> n = g, c 

<220> 

<221> misc_feature 

<222> (518).. (519) 

<223> n = a, t, g, c 

<400> 5 



gccgtcccta 


gcccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat 


cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc 


tggaccggca 


ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgg 


tggctgccga 


tgggctcatt 


180 


gtcaccaacg 


ccnnngtggt 


ggctgatcgg 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 


cannnatcgc 


aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaacnnng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 


cgtggggaaa 


agaagaattc 


ctcctccgga 


660 


atcagtgggt 


cccagcggcg 


ctacattggg 


gtgatgatgc 


tgaccctgag 


tcccagcatc 


720 


cttgctgaac 


tacagcttcg 


agaaccaagc 


tttcccgatg 


ttcagcatgg 


tgtactcatc 


780 


cataaagtca 


tcctgggctc 


ccctgcacac 


cgggctggtc 


tgcggcctgg 


tgatgtgatt 


840 


ttggccattg 


gggagcagat 


ggtacaaaat 


gctgaagatg 


tttatgaagc 


tgttcgaacc 


900 


caatcccagt 


tggcagtgca 


gatccggcgg 


ggacgagaaa 


cactgacctt 


atatgtgacc 


960 


cctgaggtca 


cagaa 










975 


<210> 6 

<211> 675 

<212> DNA 

<213> Homo sapiens 












<400> 6 

gccgtcccta gcccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat 


cgcagatgtg 


60 
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cataatctat atcaaaatcc taaaccaaca 


ccctttcttg 


120 


QQCCQCQ3QQ 


tccctatctc 


aaacaactca aaattcataa taactaccaa 

y uuv.y y v. v. v.** y y u. u *_»~y i_y y v.y y w wy v. \_y u 


tgggctcatt 


180 


y i_ v_ a v_ v_ a. a. v- y 


rccatotaat 

v_ v- V— ci v_ y Ly y i_ 


aactaatcaa cacaaaatcc atataaaact 


actaaacaac 


240 


y a v_ a. v_ y i_a i. y 


a yy v - u y L yy l 


cacaactota aatcccatoa caoacatcac 

v. u v. uy i» y y y »* ^- v. v» \- y \_ y y >»uy >— va \~ v- ^ \— 


aacactaaaa 

v»y VAyy 


300 


cl i_ i_ Lay a\_ v. a 




ccccacacta cctctaaaac actcaactaa 

v.^v.\.n\.yv. uy v.v. lv uyyyuL yLLLuyLLyu 


tatccaacaa 

v_ y v_ v. v. y y v. va va 


360 


yyyy«y n.iy 


ttattaccat 


aaaaaatccc tttacactac aaaacacaat 

y y y va va y v. v» v« v. v. v. *- y w v. y \» y v» y *a i_ 


cacatccaac 

v- va v— va v— v- y y x— 


420 


attattaact 


ctgctcagcg 


tccagccaga gacctgggac tcccccaaac 


caatataaaa 

*-A t_A l_A VA 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt ggaaactctg gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg aaggtcacag ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga gtttctgcat cgtggggaaa agaagaattc 


ctcctccgga 


660 


atcagtgggt 


cccag 






675 



<210> 7 

<211> 675 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (193). .(193) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (285). .(285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (519). .(519) 

<223> n = a, t, g, c 

<400> 7 

gccgtcccta gcccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 

gtggagaaga cagcacctgc cgtggtctat atcgagatcc tggaccggca ccctttcttg 120 

ggccgcgagg tccctatctc gaacggctca ggattcgtgg tggctgccga tgggctcatt 180 

gtcaccaacg ccnangtggt ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 240 

gacacgtatg aggccgtggt cacagctgtg gatcccgtgg caganatcgc aacgctgagg 300 

attcagacta aggagcctct ccccacgctg cctctgggac gctcagctga tgtccggcaa 360 

ggggagtttg ttgttgccat gggaagtccc tttgcactgc agaacacgat cacatccggc 420 
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attgttagct ctgctcagcg tccagccaga gacctgggac tcccccaaac caatgtggaa 480 

tacattcaaa ctgatgcagc tattgatttt ggaaactcng gaggtcccct ggttaacctg 540 

gatggggagg tgattggagt gaacaccatg aaggtcacag ctggaatctc ctttgccatc 600 

ccttctgatc gtcttcgaga gtttctgcat cgtggggaaa agaagaattc ctcctccgga 660 

atcagtgggt cccag 675 

<210> 8 

<211> 675 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (193), .(193) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (519). .(519) 

<223> n = t, g 

<400> 8 

gccgtcccta gcccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 

gtggagaaga cagcacctgc cgtggtctat atcgagatcc tggaccggca ccctttcttg 120 

ggccgcgagg tccctatctc gaacggctca ggattcgtgg tggctgccga tgggctcatt 180 

gtcaccaacg ccnangtggt ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 240 

gacacgtatg aggccgtggt cacagctgtg gatcccgtgg caganatcgc aacgctgagg 300 

attcagacta aggagcctct ccccacgctg cctctgggac gctcagctga tgtccggcaa 360 

ggggagtttg ttgttgccat gggaagtccc tttgcactgc agaacacgat cacatccggc 420 

attgttagct ctgctcagcg tccagccaga gacctgggac tcccccaaac caatgtggaa 480 

tacattcaaa ctgatgcagc tattgatttt ggaaacagng gaggtcccct ggttaacctg 540 

gatggggagg tgattggagt gaacaccatg aaggtcacag ctggaatctc ctttgccatc 600 

ccttctgatc gtcttcgaga gtttctgcat cgtggggaaa agaagaattc ctcctccgga 660 

atcagtgggt cccag 675 
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<210> 9 

<211> 675 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<222> (194). .(194) 

<223> n = t, g, c 

<220> 

<221> mi sc_f eature 

<222> (195) . . (195) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (284) . . (284) 

<223> n = t, g, c 

<220> 

<221> mi sc_feature 

<222> (285). .(285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_feature 

<222> (519). .(519) 

<223> n = a, t, g, c 

<400> 9 

gccgtcccta gcccgccgcc cgcttctccc cggagtcagt 
gtggagaaga cagcacctgc cgtggtctat atcgagatcc 
ggccgcgagg tccctatctc gaacggctca ggattcgtgg 
gtcaccaacg ccgnngtggt ggctgatcgg cgcagagtcc 
gacacgtatg aggccgtggt cacagctgtg gatcccgtgg 
attcagacta aggagcctct ccccacgctg cctctgggac 
ggggagtttg ttgttgccat gggaagtccc tttgcactgc 
attgttagct ctgctcagcg tccagccaga gacctgggac 
tacattcaaa ctgatgcagc tattgatttt ggaaactcng 
gatggggagg tgattggagt gaacaccatg aaggtcacag 
ccttctgatc gtcttcgaga gtttctgcat cgtggggaaa 
atcagtgggt cccag 



<210> 10 

<211> 675 

<212> DNA 

<213> Homo sapiens 



acaacttcat 


cgcagatgtg 


60 


tggaccggca 


ccctttcttg 


120 


tggctgccga 


tgggctcatt 


180 


gtgtgagact 


gctaagcggc 


240 


cagnnatcgc 


aacgctgagg 


300 


gctcagctga 


tgtccggcaa 


360 


agaacacgat 


cacatccggc 


420 


tcccccaaac 


caatgtggaa 


480 


gaggtcccct 


ggttaacctg 


540 


ctggaatctc 


ctttgccatc 


600 


agaagaattc 


ctcctccgga 


660 






675 
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<220> 

<221> misc_feature 

<222> (193).. (195) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (283).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (517).. (517) 

<223> n = g, c 

<220> 

<221> misc_feature 

<222> (518).. (519) 

<223> n = a, t, g, c 

<400> 10 



gccgtcccta 


gcccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat 


cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 




d H_y dy d LCC 


i_yydi_cyyv_d 






ggccgcgagg 


tccctatctc 


gaacggc Lea 


gga Lucg tgg 


uggc tgeega 


tgggc xcaL l 


i tin 


gtcaccaacg 


ccnnngtggt 


ggctga tcgg 


cgcagag tec 


gtgtgagact 


getaagegge 




gacacgtatg 


aggccgtggt 


cacagctg tg 


gatcccgtgg 


cannnatege 


aacgetgagg 




attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaacnnng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 


cgtggggaaa 


agaagaattc 


ctcctccgga 


660 


atcagtgggt 


cccag 










675 


<210> 11 

<211> 963 

<212> DNA 

<213> Homo sapiens 












<400> 11 
ccgccgcccg 


cttctccccg 


gagtcagtac 


aacttcatcg 


cagatgtggt 


ggagaagaca 


60 


gcacctgccg 


tggtctatat 


cgagatcctg 


gaccggcacc 


ctttcttggg 


ccgcgaggtc 


120 


cctatctcga acggctcagg 


attcgtggtg 


getgecgatg 


ggctcattgt 


caccaacgcc 


180 


catgtggtgg 


ctgatcggcg 


cagagtccgt 


gtgagactgc 


taageggega 


caegtatgag 


240 


gccgtggtca 


cagctgtgga 


tcccgtggca 


gaeategcaa 
Page 


cgctgaggat 
9 


tcagactaag 


300 



gagcctctcc 


ccacgctgcc 


tctgggacgc 


gttgccatgg 


gaagtccctt 


tgcactgcag 


gctcagcgtc 


cagccagaga 


cctgggactc 


gatgcagcta 


ttgattttgg 


aaactctgga 


attggagtga 


acaccatgaa 


ggtcacagct 


cttcgagagt 


ttctgcatcg 


tggggaaaag 


cagcggcgct 


acattggggt 


gatgatgctg 


cagcttcgag 


aaccaagctt 


tcccgatgtt 


ctgggctccc 


ctgcacaccg 


ggctggtctg 


gagcagatgg 


tacaaaatgc 


tgaagatgtt 


gcagtgcaga 


tccggcgggg 


acgagaaaca 


gaa 







<210> 12 

<211> 975 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (1). .(12) 

<223> n = Cleaved Nucleic Acids 
<220> 

<221> mi sc_f eature 

<222> (193) . . (193) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (285). .(285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 12 

nnnnnnnnnn nnccgccgcc cgcttctccc 
gtggagaaga cagcacctgc cgtggtctat 
ggccgcgagg tccctatctc gaacggctca 



IP-022.ST25.txt 






tcagctgatg 


tccggcaagg 


y y Q y v. u i_ y l. l. 


360 


aacacgatca 


catccggcat 


tottaoctct 


420 


ccccaaacca 


atgtggaata 


cattcaaact* 


480 


ggtcccctgg 


ttaacctgga 


1" nnnoannt o 


540 


ggaatctcct 


ttgccatccc 




600 


aagaattcct 


cctccggaat 


r^ntnnntrr 


660 


accctgagtc 


ccagcatcct 




720 


cagcatggtg 


tactcatcca 


taaantratr 


780 


cggcctggtg 


atgtgatttt 


ggccattggg 


840 


tatgaagctg 


ttcgaaccca 


atcccagttg 


900 


ctgaccttat 


atgtgacccc 


tgaggtcaca 


960 








963 


cggagtcagt 


acaacttcat 


cgcagatgtg 


60 


atcgagatcc 


tggaccggca 


ccctttcttg 


120 


ggattcgtgg 


tggctgccga 


tgggctcatt 


180 
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gtcaccaacg 


ccnangtggt 


ggctgatcgg 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 


caganatcgc 


aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaactcng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 


cgtggggaaa 


agaagaattc 


ctcctccgga 


660 


atcagtgggt 


cccagcggcg 


ctacattggg 


gtgatgatgc 


tgaccctgag 


tcccagcatc 


720 


cttgctgaac 


tacagcttcg 


agaaccaagc 


tttcccgatg 


ttcagcatgg 


tgtactcatc 


780 


cataaagtca 


tcctgggctc 


ccctgcacac 


cgggctggtc 


tgcggcctgg 


tgatgtgatt 


840 


ttggccattg 


gggagcagat 


ggtacaaaat 


gctgaagatg 


tttatgaagc 


tgttcgaacc 


900 


caatcccagt 


tggcagtgca 


gatccggcgg 


ggacgagaaa 


cactgacctt 


atatgtgacc 


960 


cctgaggtca 


cagaa 










975 



<210> 13 

<211> 975 

<212> DNA 

<213> Homo sapiens 



<220> 

<2 2 1> mis c_f eat u re 

<222> (1) . . (12) 

<223> n = Cleaved Nucleic Acids 
<220> 

<221> mi sc_f eature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (195). .(195) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (519).. (519) 

<223> n = t, g 

<400> 13 

nnnnnnnnnn nnccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 
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v.. ci y V- a v_ v_ lljl 


cataatctaT 

v-y l. y y ll l. ci l 


IP-022.ST25.txt 
atcgagatcc tggaceggea 


rrctttrtta 

\— V— V_ L L LL L Ly 


120 


finrrnrnann 


L V_ V_ L L CI L V- LL 


oaaraortca 

yanLyyv. l. v_ c* 


ggattcgtgg 


tggctgeega 


l y yy l l l. u l l 


180 


atcarraara 

y L L LI L. L. U U V- y 


ccnanataa't 

x.d i ui i y lmh l 


y y v, Ly a LLyy 


cgcagagtcc 


gtgtgagact 


actaaacoac 


240 


aacacat:aTa 

y a v_ ca \_ y La i- y 


ay y v_ v_ y l y y l 


cacaactata 

LULuyL v. y Ly 


gatcccgtgg 


caganatege 


aacactaaao 

a u. Ly l l y ay y 


300 


attcaaacta 


aaaaacctct 

Liy y Liy v. l l v» l 


ccccacacta 


cctctgggac 


gctcagctga 


tatccaacaa 

Ly Lv»LyynAn 


360 


yyyy a y L L *-y 


L Ly L L^L.L,U L 


aaaaaatccc 

y y y uuy llll 


tttgcactgc 


agaacacgat 


cacatccaQc 

l a L- u. LLLyy l 


420 


al~Tn 1~ 1"anr1" 

a l Ly L luyv. L 


act mac a 

l uyL l v_ay v.y 


tTcanrraaa 


gacctgggac 


tcccccaaac 


v_aa Ly l y y aa 


480 


Lata l n-uaa 


ctaatacaac 

V- Lya l y l_ ay v_ 


tattna"M*t*t 

LCI l Lya LULL 


ggaaacagng 


gaggtcccct 


antTaacctn 

yy l lqull l y 


540 


yauyyyyayy 


l. y ex l Lyyay l 


oaar areata 

y clclv-ca v.\_a l y 


aaggtcacag 


ctggaatctc 


cTTTaccatc 

L. L L LyLLU LL 


600 


l. v_ v. l v_ l y u i_ v_ 


y ll l l v_ y ay ci 


y L L l l uy LU L 


cgtggggaaa 


agaagaattc 


cTcctccaaa 

V- lll LLLyya 


660 


ci i_ v_ c*. y l y y y v. 


CCC&QCC1QCQ 
LLLuyLyyvy 


v» lulu l l y y y 


gtgatgatgc 


tgaccctgag 


trrraaratr 

LLLLuyLU L L 


720 


cl~ "tactaaac 

v_ l Ly v. l y a a l 


LULUy v- L LL.y 


aaaaccaaac 


tttcccgatg 


ttcagcatgg 


t"a1~ar1"ral"r 

Ly L CJ. v_ LLU LL 


780 

1 L> \J 


cataaagtca 


tcctgggctc 


ccctgcacac 


cgggctggtc 


tgcggcctgg 


tgatgtgatt 


840 


ttggccattg 


gggagcagat 


ggtacaaaat 


gctgaagatg 


tttatgaagc 


tgttcgaacc 


900 


caatcccagt 


tggcagtgca 


gatceggegg 


ggacgagaaa 


cactgacctt 


atatgtgacc 


960 


cctgaggtca 


cagaa 










y / d 


<210> 14 

<211> 663 

<212> DNA 

<213> Homo sapiens 












<400> 14 
ccgccgcccg 


cttctccccg 


oaotracitar 

y ay llulj lul 


aacttcatcg 


cagatgtggt 


y y ay day dv_d 


fin 


gcacctgccg 


tggtctatat 


Lyaya lll l. y 


gaccggcacc 


ctttcttggg 


LL.y eyctyy ll 


±4L\J 


cctatctcga 


acggctcagg 


at - It a "fool" a 

a l v_ l_ y Ly y Ly 


getgecgatg 


ggctcattgt 


LaLLaaLyLL 


i an 

lOU 


catgtggtgg 


ctgatcggcg 


raoaatrrot 

LQyuy L V.L.LJ L 


gtgagactgc 


taageggega 


L.cn_y La Lyay 




gccgtggtca 


cagctgtgga 


trrrcitciara 

LLLLy Lyy Lu 


gaeategcaa 


cgctgaggat 


LLayaL Lady 




gagcctctcc 


ccacgctgcc 


tetnanacne 
ll ^yyy y 


tcagctgatg 


teeggcaagg 


nnantttntl" 
y y dy l l Ly l l 




gttgccatgg 


gaagtccctt 


LyLuv_ uyLay 


aacacgatca 


catccggcat 


tnttanrtrt 
Ly L Lay L l L L 




gctcagcgtc 


cagccagaga 


rrtnnnartr 


ccccaaacca 


atgtggaata 


LdLtCaadLL 




gatgcagcta 


ttgattttgg 


aaactctgga 


ggtcccctgg 


ttaacctgga 


tggggaggtg 


540 


attggagtga 


acaccatgaa 


ggtcacagct 


ggaatctcct 


ttgccatccc 


ttctgatcgt 


600 


cttcgagagt 


ttctgcatcg 


tggggaaaag 


aagaattcct 


cctccggaat 


cagtgggtcc 


660 


cag 






Page 
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<210> 15 

<211> 675 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (1)..(12) 

<223> n = cleaved Nucleic Acids 
<220> 

<221> misc_feature 

<222> (193) . . (193) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> mi sc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 15 



nnnnnnnnnn 


nnccgccgcc 


cgcttctccc cggagtcagt acaacttcat 


cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat atcgagatcc tggaccggca 


ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca ggattcgtgg tggctgccga 


tgggctcatt 


180 


gtcaccaacg 


ccnangtggt 


ggctgatcgg cgcagagtcc gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg gatcccgtgg caganatcgc 


aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg cctctgggac gctcagctga 


tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc tttgcactgc agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga gacctgggac tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt ggaaactcng gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg aaggtcacag ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat cgtggggaaa agaagaattc 


ctcctccgga 


660 


atcagtgggt 


cccag 






675 



<210> 16 

<211> 675 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> mis cofeature 

<222> (1). .(12) 

<223> n = Cleaved Nucleic Acids 
<220> 

<221> misc_feature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<2 2 1> mis c_f eat u re 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (519).. (519) 

<223> n=a, t, g, c 

<400> 16 

nnnnnnnnnn nnccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 

gtggagaaga cagcacctgc cgtggtctat atcgagatcc tggaccggca ccctttcttg 120 

ggccgcgagg tccctatctc gaacggctca ggattcgtgg tggctgccga tgggctcatt 180 

gtcaccaacg ccnangtggt ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 240 

gacacgtatg aggccgtggt cacagctgtg gatcccgtgg caganatcgc aacgctgagg 300 

attcagacta aggagcctct ccccacgctg cctctgggac gctcagctga tgtccggcaa 360 

ggggagtttg ttgttgccat gggaagtccc tttgcactgc agaacacgat cacatccggc 420 

attgttagct ctgctcagcg tccagccaga gacctgggac tcccccaaac caatgtggaa 480 

tacattcaaa ctgatgcagc tattgatttt ggaaacagng gaggtcccct ggttaacctg 540 

gatggggagg tgattggagt gaacaccatg aaggtcacag ctggaatctc ctttgccatc 600 

ccttctgatc gtcttcgaga gtttctgcat cgtggggaaa agaagaattc ctcctccgga 660 

atcagtgggt cccag 675 



<210> 17 

<211> 636 

<212> DNA 

<213> Homo sapiens 

<400> 17 

gccgtcccta gcccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 

gtggagaaga cagcacctgc cgtggtctat atcgagatcc tggaccggca ccctttcttg 120 

ggccgcgagg tccctatctc gaacggctca ggattcgtgg tggctgccga tgggctcatt 180 
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gtcaccaacg cccatgtggt ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 240 

gacacgtatg aggccgtggt cacagctgtg gatcccgtgg cagacatcgc aacgctgagg 300 

attcagacta aggagcctct ccccacgctg cctctgggac gctcagctga tgtccggcaa 360 

ggggagtttg ttgttgccat gggaagtccc tttgcactgc agaacacgat cacatccggc 420 

attgttagct ctgctcagcg tccagccaga gacctgggac tcccccaaac caatgtggaa 480 

tacattcaaa ctgatgcagc tattgatttt ggaaactctg gaggtcccct ggttaacctg 540 

gatggggagg tgattggagt gaacaccatg aaggtcacag ctggaatctc ctttgccatc 600 

ccttctgatc gtcttcgaga gtttctgcat cgtggg 636 

<210> 18 

<211> 636 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_feature 

<222> (193). .(193) 

<223> n = t, c 

<220> 

<221> mi sc_feature 

<222> (195). .(195) 

<223> n = t, c 

<220> 

<221> mi sc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (519). .(519) 

<223> n = a, t, g, c 

<400> 18 

gccgtcccta gcccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 

gtggagaaga cagcacctgc cgtggtctat atcgagatcc tggaccggca ccctttcttg 120 

ggccgcgagg tccctatctc gaacggctca ggattcgtgg tggctgccga tgggctcatt 180 

gtcaccaacg ccnangtggt ggctgatcgg cgcagagtcc gtgtgagact gctaagcggc 240 

gacacgtatg aggccgtggt cacagctgtg gatcccgtgg caganatcgc aacgctgagg 300 

attcagacta aggagcctct ccccacgctg cctctgggac gctcagctga tgtccggcaa 360 

ggggagtttg ttgttgccat gggaagtccc tttgcactgc agaacacgat cacatccggc 420 

attgttagct ctgctcagcg tccagccaga gacctgggac tcccccaaac caatgtggaa 480 

tacattcaaa ctgatgcagc tattgatttt ggaaactcng gaggtcccct ggttaacctg 540 
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gatggggagg tgattggagt gaacaccatg aaggtcacag ctggaatctc ctttgccatc 



ccttctgatc gtcttcgaga gtttctgcat cgtggg 



600 
636 



<210> 19 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (193) . . (193) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 19 



gccgtcccta 


gcccgccgcc cgcttctccc 


cggagtcagt acaacttcat 


cgcagatgtg 


60 


gtggagaaga 


cagcacctgc cgtggtctat 


atcgagatcc tggaccggca ccctttcttg 


120 


ggccgcgagg 


tccctatctc gaacggctca 


ggattcgtgg tggctgccga 


tgggctcatt 


180 


gtcaccaacg 


ccnangtggt ggctgatcgg 


cgcagagtcc gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt cacagctgtg 


gatcccgtgg caganatcgc 


aacgctgagg 


300 


attcagacta 


aggagcctct ccccacgctg 


cctctgggac gctcagctga tgtccggcaa 


360 


ggggagtttg 


ttgttgccat gggaagtccc 


tttgcactgc agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg tccagccaga 


gacctgggac tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc tattgatttt 


ggaaacagng gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt gaacaccatg 


aaggtcacag ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga gtttctgcat 


cgtggg 




636 



<210> 20 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 
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<222> (194) . . (194) 

<223> n = t, g, c 

<220> 

<221> misc_feature 

<222> (195) . . (195) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (284) . . (284) 

<223> n = t, g, c 

<220> 

<221> misc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 20 



gccgtcccta 


gcccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat 


cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc 


tggaccggca 


ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgg 


tggctgccga 


tgggctcatt 


180 


gtcaccaacg 


ccgnngtggt 


ggctgatcgg 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 


cagnnatcgc 


aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaactcng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 


cgtggg 






636 



<210> 21 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eat u re 

<222> (193). .(195) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (283).. (285) 

* <223> n = a, t , g, c 
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<220> 

<221> misc_feature 

<222> (517).. (517) 

<223> n = g, c 

<220> 

<221> misc_feature 

<222> (518).. (519) 

<223> n = a, t, g, c 

<400> 21 



gccg uccc ua 


ry t~ f~ f r\ f~ f t~\ i~ f~ 

gcccgccgcc 


cgcttctccc cggagtcagt acaacttcat 


cgcagatgtg 




gtggagaaga 


cagcacctgc 


cgtggtctat atcgagatcc tggaccggca 


ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca ggattcgtgg tggctgccga tgggctcatt 


180 


gtcaccaacg 


ccnnngtggt 


ggctgatcgg cgcagagtcc gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg gatcccgtgg cannnatcgc 


aacgctgagg 


jftft 
3UU 


attcagacta 


aggagcctct 


ccccacgctg cctctgggac gctcagctga 


tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc tttgcactgc agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga gacctgggac tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt ggaaacnnng gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg aaggtcacag ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat cgtggg 




636 


<210> 22 

<211> 624 

<212> DNA 

<213> Homo sapiens 








<400> 22 
ccgccgcccg 


cttctccccg 


gagtcagtac aacttcatcg cagatgtggt 


ggagaagaca 


OU 


gcacctgccg 


tggtctatat 


cgagatcctg gaccggcacc ctttcttggg 


ccgcgaggtc 


120 


cctatctcga 


acggctcagg 


attcgtggtg gctgccgatg ggctcattgt 


caccaacgcc 


180 


catgtggtgg 


ctgatcggcg 


cagagtccgt gtgagactgc taagcggcga 


cacgtatgag 


240 


gccgtggtca 


cagctgtgga 


tcccgtggca gacatcgcaa cgctgaggat 


tcagactaag 


300 


gagcctctcc 


ccacgctgcc 


tctgggacgc tcagctgatg tccggcaagg 


ggagtttgtt 


360 


gttgccatgg 


gaagtccctt 


tgcactgcag aacacgatca catccggcat 


tgttagctct 


420 


gctcagcgtc 


cagccagaga 


cctgggactc ccccaaacca atgtggaata 


cattcaaact 


480 


gatgcagcta 


ttgattttgg 


aaactctgga ggtcccctgg ttaacctgga 


tggggaggtg 


540 


attggagtga 


acaccatgaa 


ggtcacagct ggaatctcct ttgccatccc 


ttctgatcgt 


600 


cttcgagagt 


ttctgcatcg 


tggg 




624 
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<210> 23 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (1)..(12) 

<223> n = Cleaved Nucleic Acids 
<220> 

<221> misc_feature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> mi sc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 23 



nnnnnnnnnn nnccgccgcc 


cgcttctccc 


cggagtcagt acaacttcat 


cgcagatgtg 


60 


gtggagaaga cagcacctgc 


cgtggtctat 


atcgagatcc tggaccggca 


ccctttcttg 


120 


ggccgcgagg tccctatctc 


gaacggctca 


ggattcgtgg tggctgccga 


tgggctcatt 


180 


gtcaccaacg ccnangtggt 


ggctgatcgg 


cgcagagtcc gtgtgagact 


gctaagcggc 


240 


gacacgtatg aggccgtggt 


cacagctgtg 


gatcccgtgg caganatcgc 


aacgctgagg 


300 


attcagacta aggagcctct 


ccccacgctg 


cctctgggac gctcagctga 


tgtccggcaa 


360 


ggggagtttg ttgttgccat gggaagtccc 


tttgcactgc agaacacgat 


cacatccggc 


420 


attgttagct ctgctcagcg 


tccagccaga 


gacctgggac tcccccaaac 


caatgtggaa 


480 


tacattcaaa ctgatgcagc 


tattgatttt 


ggaaactcng gaggtcccct 


ggttaacctg 


540 


gatggggagg tgattggagt 


gaacaccatg 


aaggtcacag ctggaatctc 


ctttgccatc 


600 


ccttctgatc gtcttcgaga gtttctgcat 


cgtggg 




636 



<210> 24 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
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<222> (1)..(12) 

<223> n = Cleaved Nucleic Acids 
<220> 

<221> misc_feature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 24 



nnnnnnnnnn 


nnccgccgcc 


CgC LLC LLLL 


Lyyd.yLLd.yL 


dLddLLLLdL 


rnranatntn 

LyLaydLyLy 


fin 


gtggagaaga 


cagcacctgc 


cg tgg lc La l 


dLCydydLLL 


Lggaccggca 


CLLLLLCLLy 




ggccgcgagg 


tccctatctc 


gaacggcxca 


ggarrcgxgg 


Lggc xgccga 


tgggc xcarx 


i sn 

-LOU 


gtcaccaacg 


ccnangtggt 


ggctgatcgg 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 


caganatcgc 


aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaacagng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 


cgtggg 






636 


<210> 25 

<211> 630 

<212> DNA 

<213> Homo sapiens 












<400> 25 

gccgtcccta gcccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat 


cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc 


tggaccggca 


ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgg 


tggctgccga 


tgggctcatt 


180 


gtcaccaacg 


cccatgtggt 


ggctgatcgg 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 
Page 


cagacatcgc 
20 


aacgctgagg 


300 
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attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaactctg 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 








630 



<210> 26 

<211> 630 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 26 



gccgtcccta 


gcccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat 


cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc 


tggaccggca 


ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgg 


tggctgccga 


tgggctcatt 


180 


gtcaccaacg 


ccnangtggt 


ggctgatcgg 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 


caganatcgc 


aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaactcng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 








630 
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<210> 27 

<211> 630 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (195) . . (195) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (519) . . (519) 

<223> n=a, t, g, c 

<400> 27 



gccgtcccta gcccgccgcc 


cgcttctccc 


cggagtcagt acaacttcat 


cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc tggaccggca 


ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgg tggctgccga 


tgggctcatt 


180 


gtcaccaacg 


ccnangtggt 


ggctgatcgg 


cgcagagtcc gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg caganatcgc 


aacgctgagg 


300 


attcagacta aggagcctct 


ccccacgctg 


cctctgggac gctcagctga 


tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaacagng gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 






630 



<210> 28 

<211> 630 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (194) . . (194) 

<223> n = t, g, c 



<220> 

<221> misc_feature 
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<222> (195).. (195) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (284).. (284) 

<223> n = t, g, c 

<220> 

<221> misc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 28 



gccgtcccta 


gcccgccgcc 


cgcttctccc 


cggagtcagt acaacttcat cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc tggaccggca ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgg tggctgccga tgggctcatt 


180 


gtcaccaacg 


ccgnngtggt 


ggctgatcgg 


cgcagagtcc gtgtgagact gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg cagnnatcgc aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac gctcagctga tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc agaacacgat cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac tcccccaaac caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaactcng gaggtcccct ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag ctggaatctc ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 




630 



<210> 29 

<211> 630 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (193).. (195) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (283).. (285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (517). .(517) 

<223> n = g, c 
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<220> 

<221> misc_feature 
<222> (518).. (519) 
<223> n = a, t, g, c 

<400> 29 



gccgtcccta 


gcccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat 


cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc 


tggaccggca 


ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgg 


tggctgccga 


tgggctcatt 


180 


gtcaccaacg 


ccnnngtggt 


ggctgatcgg 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 


cannnatcgc 


aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaacnnng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 








630 



<210> 30 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (160).. (162) 

<223> n = Deleted Nucleic Acids 

<220> 

<221> misc_feature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 30 

gccgtcccta gcccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 

Page 24 



yLyyd.yd.dyd 


cdy v,dc_L i_y c 


L-yLyyu-Lciu 


lP-022.ST25.txt 
atcgagatcc tggaccggca 




120 


ggccgcgagg 


LULL LdLLLL 




ggattcgtgn 


nngctgccga 


tgggctcatt 


180 


y Ll_av-L.ddl.y 


l. 1 d i ly Ly y l 


nnrtnatrnn 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


ydt_di_y La Ly 


dyy L.v_y Lyy l 


LaLayL Ly Ly 


gatcccgtgg 


caganatcgc 


aacgctgagg 


300 


dLLLdydt-Ld 


dyy dy ll ll. l 


LLLLaLyL Ly 


cctctgggac gctcagctga tgtccggcaa 


360 


ggggagtmg 


ttnttnrrat 


nnnaantrrr 

yyyddy ll.l.l. 


tttgcactgc agaacacgat 


cacatccggc 


4?0 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaactcng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaaatcacaa 


ctaaaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga 


gtttctgcat 


cgtggg 






636 


<210> 
<211> 
<212> 
<213> 


31 
636 

DNA 

Homo sapiens 












<220> 
<221> 
<222> 
<223> 


mi sc_feature 
(193). .(193) 
n = t, c 












<220> 
<221> 
<222> 
<223> 


misc_feature 
(195).. (195) 
n = t, c 












<220> 
<221> 
<222> 
<223> 


misc_feature 
(229).. (231) 

n = Deleted Nucleic Acids 










<220> 
<221> 
<222> 
<223> 


misc_feature 
(285).. (285) 
n = a, t, g, c 












<220> 
<221> 
<222> 
<223> 


misc_feature 
(519).. (519) 
n = a, t, g, c 












<400> 31 
gccgtcccta 


gcccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat 


cgcagatgtg 


AH 
OU 


gtggagaaga cagcacctgc 


cgtggtctat 


atcgagatcc 


tggaccggca 


ccctttcttg 




ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgg 


tggctgccga 


tgggctcatt 


180 


gtcaccaacg 


ccnangtggt 


ggctgatcgg 


cgcagagtcc 


gtgtgagann 


nctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 


caganatcgc 


aacgctgagg 


300 










Page 


25 







aftranarta annanrrtrt 
aLLLa^aLLd dyyayL.L. ll. l 


rrrrarnrtn 
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cctctgggac gctcagctga tgtccggcaa 


360 


yyyyciy l l Ly Liy LLyLLaL 


nnnaantrrr 
yyyd&y Lwuu 


tttgcactgc agaacacgat 


cacatccggc 


420 


attgttagct ctgctcagcg 


tccagccaga 


gacctgggac tcccccaaac 


caatgtggaa 


480 


tacattcaaa ctgatgcagc 


tattgatttt 


ggaaactcng gaggtcccct 


ggttaacctg 


540 


gatggggagg tgattggagt 


gaacaccatg 


aaggtcacag ctggaatctc 


ctttgccatc 


600 


ccttctgatc gtcttcgaga 


gtttctgcat 


cgtggg 




636 


<210> 
<211> 
<212> 
<213> 


32 
636 

DNA 

Homo sapiens 










<220> 
<221> 
<222> 
<223> 


misc_feature 
(193) . . (193) 
n = t, c 










<220> 
<221> 
<222> 
<223> 


misc_feature 
(195) . . (195) 
n = t, c 










<220> 
<221> 
<222> 
<223> 


misc_feature 
(285). .(285) 
n = a, t, g, c 










<220> 
<221> 
<222> 
<223> 


misc_feature 
(370). .(372) 

n = Deleted Nucleic Acids 


- 






<220> 
<221> 
<222> 
<223> 


misc_feature 
(519) . . (519) 
n = t, g 










<400> 32 

gccgtcccta gcccgccgcc 


cgcttctccc 


cggagtcagt acaacttcat 


cgcagatgtg 




gtggagaaga cagcacctgc 


cgtggtctat 


atcgagatcc tggaccggca 


ccctttcttg 




ggccgcgagg tccctatctc 


gaacggctca 


ggattcgtgg tggctgccga 


tgggctcatt 


-LOU 


gtcaccaacg ccnangtggt 


ggctgatcgg 


cgcagagtcc gtgtgagact 


gctaagcggc 




gacacgtatg aggccgtggt 


cacagctgtg 


gatcccgtgg caganatcgc aacgctgagg 




attcagacta aggagcctct 


ccccacgctg 


cctctgggac gctcagctga tgtccggcaa 


360 


ggggagtttn nngttgccat 


gggaagtccc 


tttgcactgc agaacacgat 


cacatccggc 


420 


attgttagct ctgctcagcg 


tccagccaga 


gacctgggac tcccccaaac 


caatgtggaa 


480 


tacattcaaa ctgatgcagc 


tattgatttt 


ggaaacagng gaggtcccct 


ggttaacctg 


540 
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gatggggagg tgattggagt gaacaccatg aaggtcacag ctggaatctc ctttgccatc 600 
ccttctgatc gtcttcgaga gtttctgcat cgtggg 636 



<210> 33 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (530).. (532) 

<223> n = Deleted Nucleic Acids 

<400> 33 



gccgtcccta 


gcccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat 


cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc tggaccggca ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgg 


tggctgccga tgggctcatt 


180 


gtcaccaacg 


ccnangtggt 


ggctgatcgg 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg 


caganatcgc 


aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 


ggggagtttg 


ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct 


ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa 


ctgatgcagc 


tattgatttt 


ggaaactcng 


gaggtccccn 


nnttaacctg 


540 


gatggggagg 


tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc 


gtcttcgaga gtttctgcat 


cgtggg 






636 


<210> 34 
<211> 618 
<212> DNA 






Page 


27 
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<213> Homo sapiens 
<400> 34 



ccnrmrcrn 


CttCtCCCCQ 


aaatrant*ar 

yuy L^ay v_ a l 


a civ. u uua i_ v_ y 


Lay a l y Ly y l. 


aaaaaanara 

y y a y a a y a l a 


60 


y LuLL LyLLy 


1* nnTrT a 1" a 1" 

Ly y LL LCI LCI L 


LyayaLLL Ly 


aarrnnrarr 


rt"1"1"rl"1"nnn 

lll v. L u uyyy 


ccncnanntc 
y y yy l l 


120 


LLLaLL LLy a 


ciL,y y l LLay y 


a l Li.y uyy Ly 


y v. LyLLyaiy 


nn fir's l"1~n 1" 
yy l l v_a l Ly l 


LaLLaaLyLL 


180 


ratntnntnn 
Ly y Ly y 


l Lya LLyyLy 


ransntrrnt 

Lay ay LLLy l 


n1* n a n a r t* n r 

y Ly ay cil Ly l 


Laay Lyy Lya 


La l y lci Ly ay 


240 


y L.L.y Ly y l l a. 


c a n c 1* n 1~n n a 
LayL Ly Ly y a 


X C C C C\X C\C\C 7\ 
LLLLy Lyy La 


yaLa LLy Laa 


l y l Ly ay y a l 


LLay uL Laay 




gagcctctcc 


ccacgctgcc 


tctgggacgc 


tcagctgatg 


tccggcaagg 


ggagtttgtt 


360 


gttgccatgg 


gaagtccctt 


tgcactgcag 


aacacgatca 


catccggcat 


tgttagctct 


420 


gctcagcgtc 


cagccagaga 


cctgggactc 


ccccaaacca 


atgtggaata 


cattcaaact 


480 


gatgcagcta 


ttgattttgg 


aaactctgga 


ggtcccctgg 


ttaacctgga 


tggggaggtg 


540 


attggagtga 


acaccatgaa 


ggtcacagct 


ggaatctcct 


ttgccatccc 


ttctgatcgt 


600 


cttcgagagt 


ttctgcat 










618 



<210> 35 

<211> 630 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_f eature 

<222> (1) . . (12) 

<223> n = Cleaved Nucleic Acids 
<220> 

<221> mi sc_f eature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (285). .(285) 

<223> n = a, t , g, c 

<220> 

<221> mi sc_feature 

<222> (519). .(519) 

<223> n = a, t, g, c 

<400> 35 

nnnnnnnnnn nnccgccgcc cgcttctccc cggagtcagt acaacttcat cgcagatgtg 60 

gtggagaaga cagcacctgc cgtggtctat atcgagatcc tggaccggca ccctttcttg 120 

ggccgcgagg tccctatctc gaacggctca ggattcgtgg tggctgccga tgggctcatt 180 
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y LLdLLddLy L,L.i idl ly Ly y L 


yy l. Ly <x LL.y y 


L.y L.cLyay lll 


y i- y i- y ciy a v_ i_ 


nrTaanrnnr 

y v- i_ciciyv.yyv- 


240 


y aLaty La Ly ayy^ty iyy l 


v- Q v_ ciy v_ l. y uy 


y q i. v.v- v-y Ly y 


r aaanat"cac 

v. d y c* 1 1 u tv.y l 


ca ci v— y V- i_ y c*. y y 


300 


attranarta annanrrtrt 
aL LLayaL La ciy y ciy l.l. ll l 


V- v. v- \- <x v. y \- uy 


\— v_ ll i_yy y civ~ 




u y kvv.yy vaa 


360 


ggggagtttg ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa ctgatgcagc 


tattgatttt 


ggaaactcng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc gtcttcgaga 


gtttctgcat 








630 


<210> 
<211> 
<212> 
<213> 


36 

636 

DNA 

Homo sapiens 












<220> 
<221> 
<222> 
<223> 


misc_feature 
(1) • • (12) 

n = Cleaved Nucleic Acids 










<220> 
<221> 
<222> 
<223> 


misc_feature 
(160) . . (162) 

n = Deleted Nucleic Acids 










<220> 
<221> 
<222> 
<223> 


misc_feature 
(193).. (193) 
n = t, c 












<220> 
<221> 
<222> 
<223> 


misc_feature 
(195).. (195) 
n = t, c 












<220> 
<221> 
<222> 
<223> 


misc_feature 
(285).. (285) 
n = a, t, g, c 












<220> 
<221> 
<222> 
<223> 


misc_feature 
(519).. (519) 
n = a, t, g, c 












<400> 36 

nnnnnnnnnn nnccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat 


cgcagatgtg 


60 


gtggagaaga cagcacctgc 


cgtggtctat 


atcgagatcc 


tggaccggca 


ccctttcttg 


120 


ggccgcgagg tccctatctc 


gaacggctca 


ggattcgtgn 


nngctgccga 


tgggctcatt 


180 


gtcaccaacg ccnangtggt 


ggctgatcgg 


cgcagagtcc 


gtgtgagact 


gctaagcggc 


240 
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gatcccgtgg caganatcgc 


aar r\Ct nana 
uulu l Lyayy 


300 


a l LLa^aL La ayyayLL l l. l 


CCCC7K CC\CXC\ 

L-L-L.L-ClL.yL. Ly 


cctctgggac 


gctcagctga 


L y LLL.yyv.au 


360 


yy y yay l l Ly l Ly l Ly v_ v-a l 


yyyciciy ll.ll 


tttgcactgc 


agaacacgat 


V_ Q V— C* LLLUMV. 


420 

"T C \J 


attgttagct ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa ctgatgcagc 


tattgatttt 


ggaaactcng 


gaggtcccct 


ggttaacctg 


540 


gatggggagg tgattggagt 


gaacaccatg 


aaggtcacag 


ctggaatctc 


ctttgccatc 


600 


ccttctgatc gtcttcgaga 


gtttctgcat 


cgtggg 






636 


<210> 
<211> 
<212> 
<213> 


37 

636 

DNA 

Homo sapiens 












<220> 
<221> 
<222> 
<223> 


misc_feature 
CD . • (12) 

n = cleaved Nucleic Acids 










<220> 
<221> 
<222> 
<223> 


misc_feature 
(193) . . (193) 
n = t, c 












<220> 
<221> 
<222> 
<223> 


misc_feature 
(195).. (195) 
n = t, c 












<220> 
<221> 
<222> 
<223> 


misc_feature 
(229).. (231) 

n = Deleted Nucleic Acids 










<220> 
<221> 
<222> 
<223> 


misc_feature 
(285).. (285) 
n = a, t, g, c 












<220> 
<221> 
<222> 
<223> 


misc_feature 
(519). .(519) 
n = a, t, g, c 












<400> 37 

nnnnnnnnnn nnccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat 


eg c ag a L g l g 


DU 


gtggagaaga cagcacctgc 


cgtggtctat 


atcgagatcc 


tggaccggca 


LLLLLLCLLg 


xzu 


ggccgcgagg tccctatctc 


gaacggctca 


ggattcgtgg 


tggctgccga 


tgggctcatt 


180 


gtcaccaacg ccnangtggt 


ggctgatcgg 


cgcagagtcc 


gtgtgagann 


netaagegge 


240 


gacacgtatg aggccgtggt 


cacagctgtg 


gatcccgtgg 


caganatcgc 


aacgetgagg 


300 


attcagacta aggagcctct 


ccccacgctg 


cctctgggac 
Page 


gctcagctga 
30 


tgtccggcaa 


360 
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ggggagtttg ttgttgccat gggaagtccc tttgcactgc agaacacgat cacatccggc 420 

attgttagct ctgctcagcg tccagccaga gacctgggac tcccccaaac caatgtggaa 480 

tacattcaaa ctgatgcagc tattgatttt ggaaactcng gaggtcccct ggttaacctg 540 

gatggggagg tgattggagt gaacaccatg aaggtcacag ctggaatctc ctttgccatc 600 

ccttctgatc gtcttcgaga gtttctgcat cgtggg 636 



<210> 38 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<2 2 1> mis c_f ea t u re 

<222> (1) . . (12) 

<223> n = Cleaved Nucleic Acids 
<220> 

<221> misc_feature 

<222> (193).. (193) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (195).. (195) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (285).. (285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_f eature 

<222> (370).. (372) 

<223> n = Deleted Nucleic Acids 

<220> 

<221> mi sc_f eature 

<222> (519).. (519) 

<223> n = a, t, g, c 

<400> 38 



nnnnnnnnnn 


nnccgccgcc 


cgcttctccc 


cggagtcagt acaacttcat 


cgcagatgtg 


60 


gtggagaaga 


cagcacctgc 


cgtggtctat 


atcgagatcc tggaccggca 


ccctttcttg 


120 


ggccgcgagg 


tccctatctc 


gaacggctca 


ggattcgtgg tggctgccga 


tgggctcatt 


180 


gtcaccaacg 


ccnangtggt 


ggctgatcgg 


cgcagagtcc gtgtgagact gctaagcggc 


240 


gacacgtatg 


aggccgtggt 


cacagctgtg 


gatcccgtgg caganatcgc 


aacgctgagg 


300 


attcagacta 


aggagcctct 


ccccacgctg 


cctctgggac gctcagctga 


tgtccggcaa 


360 


ggggagtttn 


nngttgccat 


gggaagtccc 


tttgcactgc agaacacgat 


cacatccggc 


420 
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attgttagct ctgctcagcg tccagccaga gacctgggac tcccccaaac caatgtggaa 480 

tacattcaaa ctgatgcagc tattgatttt ggaaactcng gaggtcccct ggttaacctg 540 

gatggggagg tgattggagt gaacaccatg aaggtcacag ctggaatctc ctttgccatc 600 

ccttctgatc gtcttcgaga gtttctgcat cgtggg 636 



<210> 39 

<211> 636 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_feature 

<222> (1)..(12) 

<223> n = Cleaved Nucleic Acids 
<220> 

<221> misc_feature 

<222> (193). .(193) 

<223> n = t, c 

<220> 

<221> misc_feature 

<222> (195). .(195) 

<223> n = t, c 

<220> 

<221> mi sc_f eature 

<222> (285). .(285) 

<223> n = a, t, g, c 

<220> 

<221> mi sc_feature 

<222> (519). .(519) 

<223> n = a, t, g, c 

<220> 

<221> misc_feature 

<222> (530). .(532) 

<223> n = Deleted Nucleic Acids 

<400> 39 



nnnnnnnnnn nnccgccgcc 


cgcttctccc 


cggagtcagt 


acaacttcat 


cgcagatgtg 


60 


gtggagaaga cagcacctgc 


cgtggtctat 


atcgagatcc 


tggaccggca 


ccctttcttg 


120 


ggccgcgagg tccctatctc 


gaacggctca 


ggattcgtgg tggctgccga tgggctcatt 


180 


gtcaccaacg ccnangtggt 


ggctgatcgg 


cgcagagtcc gtgtgagact gctaagcggc 


240 


gacacgtatg aggccgtggt 


cacagctgtg 


gatcccgtgg 


caganatcgc 


aacgctgagg 


300 


attcagacta aggagcctct 


ccccacgctg 


cctctgggac 


gctcagctga 


tgtccggcaa 


360 


ggggagtttg ttgttgccat 


gggaagtccc 


tttgcactgc 


agaacacgat 


cacatccggc 


420 


attgttagct ctgctcagcg 


tccagccaga 


gacctgggac 


tcccccaaac 


caatgtggaa 


480 


tacattcaaa ctgatgcagc 


tattgatttt 


ggaaactcng 
Page 


gaggtccccn 
32 


nnttaacctg 


540 
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gatggggagg LgaLxggagx: 


y ddLdLLd Ly 


aanntraran 

ddyy LL.dL.dy 


rtnnaalrtr 
L Lyy dd LL LL 


rfttnrratr 

LLLLyLLdLL 




ccttctgatc gtcttcgaga 


gtttctgcat 


cgtggg 






636 


<210> 40 

<211> 300 

<212> DNA 

<213> Homo sapiens 












<400> 40 

cggcgctaca ttggggtgat 


gatgctgacc 


ctgagtccca 


gcatccttgc 


tgaactacag 


60 


cttcgagaac 


caagctttcc 


cgatgttcag 


catggtgtac 


tcatccataa 


agtcatcctg 


120 


ggctcccctg 


cacaccgggc 


tggtctgcgg 


cctggtgatg 


tgattttggc 


cattggggag 


180 


cagatggtac 


aaaatgctga 


anatntttat 
a yd Xg L Ltd L 


yddyctyLLC 


y ddCLLdd LC 


LLdy l Lyy Ld 




gtgcagatcc 


ggcggggacg 


agaaacactg 


accttatatg 


tgacccctga 


ggtcacagaa 


300 


<210> 41 

<211> 12 

<212> DNA 

<213> Homo sapiens 












<400> 41 
gccgtcccta 


gc 










12 


<210> 42 

<211> 2589 

<212> DNA 

<213> Homo sapiens 












<400> 42 
tctaagtagt 


atcttggaaa 


L LLdy dydy d 


IdLLLuLLLL 


arrtnaatat 
dLL Ly dd La L 


aaartnanal" 
dddL Ly dy d L 


fin 

OL/ 


aaatccagta 


aagaaagtgt 


dy Lddd L ILL 


dL.d Laay ay l 


rtatrattna 

LLdLLdL Ly d 


tttrttttnn 

L L LL L L L Ly y 


JL£U 


tggtaaaaat 


cttagttcat 


y tyaay aaa L 


LLLaLy Ly aa 


Ly L L L Lay L L 


d LLdddLdy L 




actgtcacct 


actcatgcac 


aaaaL Ly ^_v_ L. 


rrraaanart 
LLLdaayaL l 


l l LLLLayy l 


LLLLLyLdLL 




aaaacattaa 


gagtataatg 


yaaya LayLa 


rnatrttntf 


dy d l LyydLd 


ddLdy LddLd 


jUU 


aacaaaaaat 


gaagtatgac 


in ill ty Ly 


7k 7K rtrtara n 

adL LL. LaLay 


aatntrtara 

dd Ly LL LdLd 


tattraartt 
Ld L LLddL L L 


3fiO 


tccccgccgg 


ggtgcctgtc 


tranaaanna 
LLdy dddy y d 


y LL. L ty L LL.y 


tnrtnnttft 
u.y l Lyy t. l l l 


1- a 1- 1- a 1- a /~ 1- n 
LdLtdLdLLLJ 




gtgtgaatga 


caaggtcaaa 


LyLLLLLgiL 


y tggcc xga l 


gc Lgga Lddc 


Lyyaaac rag 




gagacagtcc 


tattcaaaag 


cataaacagc 


tatatcctag 


ctgtagcttt 


attcagaatc 


540 


tggtttcagc 


tagtctggga 


tccacctcta 


agaatacgtc 


tccaatgaga 


aacagttttg 


600 


cacattcatt 


atctcccacc 


ttggaacata 


gtagcttgtt 


cagtggttct 


tactccagcc 


660 


tttctccaaa 


ccctcttaat 


tctagagcag 


ttgaagacat 


ctcttcatcg 


aggactaacc 


720 


cctacagtta 


tgcaatgagt 


actgaagaag 


ccagatttct 
Page 


tacctaccat 
33 


atgtggccat 


780 
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1-aar1-1*1-1"1-1- 

LaaL LLLLLL 


ntrarratra 


aaattaaraa 

y a a l Lyytaa 


aaactaattt 

y ay l Lyy l l l 


ttattatata 

l LaL l a a i_ a 


aaacctaaaa 

y y aLL ^yyuy 


840 


a. Lay y y Lay v. 


rtnrtttncc 
LtyuL l Ly v. l 


tataataaaa 

Ly Lyy Lyyya 


aartcaataa 

ay l L L a y i_ au 


ctaaaaacca 


aaaaataata 

lAwiy y u ^ y u ^ y 


900 


t LaLy LLaya 


aLaLLyyayy 


ratttt rrca 

La L L L LLLLQ 


actatccatt 

a l Ly LLLaL l 


tttaaaaaat 

l l Lyy auuu i- 


tctctaaaaa 


960 


V- Lv. Lyayy l l 


taaratl" tea 

Lay l l llh 


aatctaaaca 

a a _) y 


tacaaacaca 


tacaactcaa 

^- y v«**y %» i>wy%A 


ataaaaacat 

va *_ y u y **** ^— w 


1020 


L La ty LuL Ly 


arratrtaat 

uvLu lv> Lay l 


attccaattc 


aacctaaaca 

a y v. v. **y uy vu 


acttacaaat 


actaattttt 


1080 


attatataaa 

a l La Ly i.y y y 


tcacaataat 


aatatcaaat 


acttttatta 


tgatggtggc 


ttgaggtgtt 


1140 


yyy <aa L *- L yy 


aaataatrra 

aya i_y a lllo 


taaataaaac 

Ly y y \-ay aav- 


ataccaaata 

a v. y v. vuuy w y 


atttccaaaa 


tataaat'tct: 


1200 


I~na1"afnaa1" 
l y a LaLyaa l 


naaanncraa 

yaaayyLLaa 


aaatttatta 

yay l l Ly l Ly 


ataaaattca 

a l y ay a l l l a 


aaataaatat 

ay y l ay a La l 


LL L L a L L L LL 


1260 


tl-naaranrl" 


attatcaaet 

y L Ly LLuaL L 


teaaatacca 

LLaya l a l l a 


ctaaaaaaaa 

l Lyy ayaay a 


aaatactaac 

aaa Ly l Ly aL 


ccaccaatta 

l La l Laa l La 


1320 


u Lv.a l l l *»yy 


arrtaaaaaa 

ulv. Lyyayaa 


aatt ctt caa 

ay l ll l l Lay 


aaaatactat 

a a y a Ly l Ly l 


cataataaat 

La Ly a Ly a a l 


acacctataa 

aLaLLLy Lyy 


1380 


L Laaa lv. Ly l 


ettaaaaata 

v_ i_ Lyy aaa Ly 


aartttaata 

y y l l l l a a La 


aaaacctaat 

yayaLL Lyy l 


aaaacaaaca 

y a a a l a a a l a 


attcaaaata 

y l LLaaay La 


1440 


aaa lll LyaL 


aartflfianan 
QaL l y y ay ay 


aarl"al"aaaa 

a a l l a l aaaa 


caattaataa 

Lay l l aa l y a 


tattatat ca 

LaL Ly Ly l l a 


acacttctaa 

y LaL l ll Laa 


1500 


atartaaaaa 

a l y l Ly uayo 


taaaaaaaaa 

Lyaaaaaaya 


aaaaaaaaaa 

yayyayyay a 


aaaaaaaaca 

a y y aaa a a l a 


aactaaaaaa 

ay\^ lmuuuuu 


ataacatcaa 

u V- y y v> u v— ay 


1560 


aiyaLLLy LL 


a l Laa l LLy y 


aanaaranaa 
aayaaLayaa 


taartrtrtt 

LyyLLLLLLL 


traaraatta 

l l a a l a a l Ly 


ara1~a1"a1"ar 

a l a l y Ly l y l 


1620 


ttrrtatfft 


yyaLuuLLL l 


1~ 1" a a a n n c c a 
l LaaayyLLa 


a tntaattaa 

a Ly l aa l l aa 


taaaraaaaa 

LaaaLayyaa 


ral"aal"al""fa 

La Ly a La l La 


1680 


L LaaaLaaaa 


aaLaLdya La 


LL L L LaLaay 


ma nana art 
LyayayaaL l 


aa ttaat a cc 

y a l l y a loll 


a l l l Lyy l La 


1740 


aayyaaa Ly l 


tnrnnrraar 


at<~tt<~aaaa 
a l l l l Laaa a 


artatrtaaa 

a l Ly ll Laaa 


aaaaattaar 

ay a a a l l y a l 


ll l a l a l Ly l 


1800 


a LaayaaL, l l 


atttntnnat 
a l l Ly Lyy a l 


aanaatatna 

CLCL^CLd La Ly a 


aatatattrr 

ay La La l lll 


aaraaaaaat 

aciLay aay a l 


y *- LLayy ll 


1860 


Ly llqv. Ly ya 


aaaaeaatta 

ay uuluci l Ly 


aaaaaattac 
y y y y y 


aaaaaaaaca 

a ay a ay a u v_ y 


aacttataaa 

a a l l Ly i_aaa 


a "t a tat at - aa 

y *- y ^y La Lyy 


1920 


aLaaayaay l 


ttrtattata 

L LL ty l Ly La 


tttattcrtt 

LL LaLLLLLL 


ataatcatct 

y Lyy l l a l l l 


aat*aa1"a1*ac 

yy Lay La l y l 


Lay y a a Ly Ly 


1980 


rrrrl"lr1"r1" 

L L L L L LL LLL 


aanaaaatnr 

GLGL^CLCLCLQ. Ly L 


rrtatttara 

LL L a L L Ly l a 


aaaata taa t 

yyyy La l aa l 


raaaaa1"arl" 

Laayyy LaL l 


attrataral" 

y l LLy l a l a l 


2040 


ttftrtrtta 


aanaaaaata 

GLOL^CLGLCLCLGL L a 


ntrtatattt 

yLLLOLuLLL 


taarrtarat 

LaaLL Ly La l 


aaaaaaalTl" 

CLaaacL^^ ll l 


ttaaaatatl- 

l Laaaa La l l 


2100 


y L LyauLuLL 


tnaanr*ral"r 
LyaayLLa ll 


taaantaaaa 
Laaay Laaaa 


a nn na a tta t 
ay y y aa l La l 


aaatttt-tra 

yay llll l La 


a 1~1"a n1~ a a ra 
a l Lay LaaLa 


2160 


ttratnttrt 


antrtnrttt 

ayLL.LyL.LLL 


yy l a l l aa La 


atrttntttr 

dLLLLyLLLL 


t"naaaanal~n 
Lyaaaaya Ly 


y l a l La La La 




l"l"l~aal~rl~l"a 

L L Lad LL L La 


al"rl~nl"ttal" 

aLLLy LLLaL 


L LaLaayyya 


aya l l La Ly l 


l Lyy LyaaL l 


a1"al"l"anl"al" 
a La l Lay LaL 




y Laiyiy LaC 


/- -t- -a innn^nt 1 

c Lddyggdgx. 


ay tg LLaLLy 


L L Ly l La Ly L 


aLLaLLLLay 


gdy l LdC tgy 


^. j*tU 


atttgttgtt 


ctttcagaaa 


gctttgaata 


ctaaattata 


gtgtagaaaa 


gaactggaaa 


2400 


ccaggaactc 


tggagttcat 


cagagttatg 


gtgccgaatt 


gtctttggtg 


cttttcactt 


2460 


gtgttttaaa 


ataaggattt 


ttctcttatt 


tctcccccta 


gtttgtgaga 


aacatctcaa 


2520 


taaagtgctt 


taaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


2580 


aaaaaaaaa 
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<210> 43 

<211> 2589 

<212> DNA 

<213> Homo sapiens 

<400> 43 



XC Cddy Lay X 


a+f^^nna a 3 
d LC L Lgyddd 


LLCdydydyd LdCLCdLCCL 


arrtnaatat 

dLLLyddLdL 


aaartnanat 
dddL Lydyd L 


fin 


dddI.CCd.gLd. 


aagdaag eg l 


an^aaa^^^*+" a^*a^a anant 
dgCdddLCCL dCdXddydyX 


CLdLCdLLyd 


tttrtttt-nn 

L c lcl cc cyy 




tgg Iddddd X 


CltagLLLaL 


n^naanaaa+" "htraf n^na a 
y LyddydddL LLCdCy Lydd 


cy L L LLdy cc 


a^^aaa^*an^* 
d LCddd Cdy C 


-LOU 


aCXy tCaCC L 


dC LCd LgCdC 


a a a a r* + t~\ f ^/*a a an a r"t* 
ddddCLyCCL CCCdddydCL 


L L LCCCdyy L 


CCCLCy La LC 




ddddCollaa 


nonta + a a "t~ n 

gdg ededd cy 


/i a a n a +■ a n /*■ a rna , tT"t"t"n , t*r 
yddydLdyCd CydLCLLyLC 


ana+^'t'nna^a 
dyd L LyydCd 


a a/"an/*aar*a 
ddCdyCddCd 




aa/"*aaaaaa"t" 
aaLadddddL 


na an^a + na/- 
gddy LdLydC 


LLLLCCLyLy ddCLCLdCdy 


ddLyLCLdCd 


Ld L LCddC L L 


jDU 


xccccgccgg 


yyxyccxyxc 


tranaaanna n , i"^+'+ , /i/"1"^"n 

ccdydddyyd yxcxxycxcy 


eye cyy l l l l 


tati*atartn 
Ld L LdCdC ty 




/Tt"/rt"n a a "t~ n a 

gt.g tgdd tgd 


^aann^faaa 
Cddyy LCddd 


xycxxcxyxx ycyycccydc 


n^*^nna^a a/~ 
y C Lyy d LddC 


^nnaaa/*+*an 

cyydddcxdy 


*toU 


gdgdCdg ill 


"t~a*t~1~f*aaaan 
Ld L LCddd dy 


f a I - a a a f a n t- tatatrrtan 
CdCdddCdyC LdLdLCCLdy 


c cy LdyCL L L 


a+"^^*anaa^^* 

axxcayaaxc 




+-nn+"H~^an^* 

xyy it xcayc 


cag lc eggga 


■fr- ^ a ^* ^" ^* /* ^ a a n a a +■ a rr\ + r 
XCCaCCXCXa dyddLdCy LC 


^^*^*aa^nana 

ccedd cydyd 


aacagxxxxg 


DUU 


LdLdLLLdtL 


dXCXCCCdCC 


^^nn a a a "t* a n+" an /"•♦*+■ n 1 ! - ^ 

LLyyddCdLd yxaycxxyxx 


^*an^nn + ^^*^ 

cay cy y l lc L 


xacxccagcc 


DDU 


LLLLLLLddd 


CCC LC X Ldd L 


+" /"+■ a n a n /~ a n ■htna ana ^*a^ 
LC Ldydy Cdy LXyddydCdX 


c cc l ccd ccy 


dyydC LddCC 




LLLdLdy L Id 


tnra a ^n a n+* 

Ly eddcy dy l 


ar*^naanaan rrana , M"lTl" 
dCLyddyddy CCdydXLLCL 


^a^/~+"a/"/*a^ 
LdCC LdCCd L 


a^n^nn^*^*a+* 

axyxgyecax 


/ oU 


XaaCL LLttL 


gxcaccaxca 


gaaciggcaa gagccggcLL 


-l-H >+-+-Ti li i 

l xa l ea ea xa 


ggaccxggag 




atagggtagc 


cxgcxxxgcc 


tgtggtggga agctcagtaa 


cxgggaacca 


aaggatgatg 


yuu 


cxaxgxcaga 


acaceggagg 


caiLLcccca acLgLccaLt 


xxxggaaaax 


xctctagaaa 


you 


cxc xgagg x x 


xagcaxxxca 


aatctgagca tgcagacaca 


tgeagctega 


atgagaacat 


lUiiC) 


xxaxgxacxg 


gecaxcxagx 


gLTccagcxc agcccgagca 


gcxxgcaagx 


gctggtxttt 


lUoU 


ai xaxg xggg 


xcgcaaxgax 


gaigLcaaaL gc c l l eg l Lg 


xgatggxggc 


xxgaggxgxx 


114U 


gggaatctgg 


agaxgaxeca 


Lgggtagaac atgccaagLg 


gxxxecaagg 


tgtgagttct 


IzUU 


tgatacgaat 


gaaaggccaa 


gagtttgttg atgagattca 


aggtagatat 


cctcatcttc 




ttgaacagct 


gttgtcaact 


tcagatacca ctggagaaga 


aaatgetgae 


ccaccaatta 


1320 


ttcattttgg 


acctggagaa 


agttcttcag aagatgctgt 


catgatgaat 


acacctgtgg 


1380 


ttaaatctgc 


cttggaaatg 


ggctttaata gagacctggt 


gaaacaaaca 


gttcaaagta 


1440 


aaatcctgac 


aactggagag 


aactataaaa cagttaatga 


tattgtgtca 


gcacttctaa 


1500 


atgctgaaga 


tgaaaaaaga 


gaggaggaga aggaaaaaca 


agctgaagaa 


atggcatcag 


1560 


atgatttgtc 


attaattegg 


aagaacagaa tggctctctt 


tcaacaattg 


acatgtgtgc 


1620 


ttcctatcct 


ggataatctt 


ttaaaggeca atgtaattaa 


taaacaggaa 


catgatatta 


1680 
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ttaaacaaaa 


aacacagata 


cctttacaag 


cgagagaact 


gattgatacc 


attttggtta 


1740 


aaggaaatgc 


tgcggccaac 


atcttcaaaa 


actgtctaaa 


agaaattgac 


tctacattgt 


1800 


ataagaactt 


atttgtggat 


aagaatatga 


agtatattcc 


aacagaagat 


gtttcaggtc 


1860 


tgtcactgga 


agaacaattg 


aggaggttgc 


aagaagaacg 


aacttgtaaa 


gtgtgtatgg 


1920 


acaaagaagt 


ttctgttgta 


tttattcctt 


gtggtcatct 


ggtagtatgc 


caggaatgtg 


1980 


ccccttctct 


aagaaaatgc 


cctatttgca 


ggggtataat 


caagggtact 


gttcgtacat 


2040 


ttctctctta 


aagaaaaata 


gtctatattt 


taacctgcat 


aaaaaggtct 


ttaaaatatt 


2100 


gttgaacact 


tgaagccatc 


taaagtaaaa 


agggaattat 


gagtttttca 


attagtaaca 


2160 


ttcatgttct 


agtctgcttt 


ggtactaata 


atcttgtttc 


tgaaaagatg 


gtatcatata 


2220 


tttaatctta 


atctgtttat 


ttacaaggga 


agatttatgt 


ttggtgaact 


atattagtat 


2280 


gtatgtgtac 


ctaagggagt 


agtgtcactg 


cttgttatgc 


atcatttcag 


gagttactgg 


2340 


atttgttgtt 


ctttcagaaa 


gctttgaata 


ctaaattata 


gtgtagaaaa 


gaactggaaa 


2400 


ccaggaactc 


tggagttcat 


cagagttatg 


gtgccgaatt 


gtctttggtg 


cttttcactt 


2460 


gtgttttaaa 


ataaggattt 


ttctcttatt 


tctcccccta 


gtttgtgaga 


aacatctcaa 


2520 


taaagtgctt 


taaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


2580 


aaaaaaaaa 












2589 



<210> 44 

<211> 325 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 
1 5 10 " 15 

He Ala Asp Val val Glu Lys Thr Ala Pro Ala Val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

His val Val Ala Asp Arg Arg Arg Val Arg val Arg Leu Leu Ser Gly 
65 70 ~ ~ 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala Asp lie 
85 90 95 
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Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr ser Gly He val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn Ser Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly Glu Lys Lys Asn Ser Ser Ser Gly lie Ser Gly Ser 
210 215 220 

Gin Arg Arg Tyr lie Gly val Met Met Leu Thr Leu ser Pro Ser lie 
225 " 230 235 240 

Leu Ala Glu Leu Gin Leu Arg Glu Pro Ser Phe Pro Asp Val Gin His 
245 " 250 255 

Gly val Leu lie His Lys val lie Leu Gly Ser Pro Ala His Arg Ala 
260 265 270 

Gly Leu Arg Pro Gly Asp val lie Leu Ala lie Gly Glu Gin Met val 
275 280 285 

Gin Asn Ala Glu Asp val Tyr Glu Ala val Arg Thr Gin ser Gin Leu 
290 295 300 

Ala val Gin lie Arg Arg Gly Arg Glu Thr Leu Thr Leu Tyr val Thr 
305 310 315 320 

Pro Glu val Thr Glu 
325 

<210> 45 
<211> 325 
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<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (65). .(65) 

<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95). .(95) 

<223> xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173) . . (173) 

<223> xaa = Ser 

<400> 45 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 " 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu Val Pro He Ser Asn 
35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa Val Val Ala Asp Arg Arg Arg val Arg Val Arg Leu Leu Ser Gly 
65 70 " 75 - 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala Xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe Val Val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie Val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 
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Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 * 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly Glu Lys Lys Asn Ser Ser Ser Gly lie Ser Gly Ser 
210 215 220 

Gin Arg Arg Tyr lie Gly val Met Met Leu Thr Leu Ser Pro Ser lie 
225 230 235 240 

Leu Ala Glu Leu Gin Leu Arg Glu Pro Ser Phe Pro Asp val Gin His 
245 250 255 

Gly Val Leu lie His Lys val lie Leu Gly Ser Pro Ala His Arg Ala 
260 265 270 

Gly Leu Arg Pro Gly Asp val lie Leu Ala lie Gly Glu Gin Met val 
275 280 285 

Gin Asn Ala Glu Asp Val Tyr Glu Ala val Arg Thr Gin Ser Gin Leu 
290 295 300 

Ala val Gin lie Arg Arg Gly Arg Glu Thr Leu Thr Leu Tyr Val Thr 
305 310 315 320 

pro Glu val Thr Glu 
325 

<210> 46 

<211> 325 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = Ala, Asp, Asn, Cys, Glu, Gin, Gly, lie, Leu, Met, Pro, Ser, 
Thr, val 

<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> xaa = Ala, Gly, lie, Leu, Met, Phe, Pro, Ser, Trp, Tyr, Val 

<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 
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<400> 46 

Ala val Pro Ser Pro Pro Pro Ala ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 

He Ala Asp Val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 " 40 45 

Gly ser Gly Phe val Val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 ' 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 " " 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala Val Asp Pro Val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie Val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly Glu Lys Lys Asn Ser Ser Ser Gly lie Ser Gly Ser 
210 " 215 220 

Gin Arg Arg Tyr lie Gly val Met Met Leu Thr Leu Ser Pro Ser He 
225 " 230 235 240 
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Leu Ala Glu Leu Gin Leu Arg Glu Pro Ser Phe Pro Asp val Gin His 
245 ~ 250 255 



Gly val Leu lie His Lys val lie Leu Gly Ser Pro Ala His Arg Ala 
260 265 270 

Gly Leu Arg Pro Gly Asp val lie Leu Ala lie Gly Glu Gin Met val 
275 280 285 

Gin Asn Ala Glu Asp val Tyr Glu Ala val Arg Thr Gin Ser Gin Leu 
290 295 300 

Ala Val Gin lie Arg Arg Gly Arg Glu Thr Leu Thr Leu Tyr Val Thr 
305 310 315 320 



Pro Glu val Thr Glu 
325 



<210> 47 

<211> 325 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 
<222> (65). .(65) 

<223> xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, Ser, Thr, Val, Trp, Tyr 

<220> 

<221> MISC_FEATURE 
<222> (95).. (95) 

<223> Xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, Ser, Thr, val, Trp, Tyr 

<220> 

<221> MISC_FEATURE 
<222> (173). .(173) 

<223> xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, Thr, val, Trp, Tyr, Asx, Glx 

<400> 47 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 



lie Ala Asp val Val Glu Lys Thr Ala Pro Ala Val val Tyr lie Glu 
20 25 30 



lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 



Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie Val Thr Asn Ala 
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60 



xaa val val Ala Asp Arg Arg Arg val Arg Val Arg Leu Leu Ser Gly 
65 70 75 ~ 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala Xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie Val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 ' 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly Glu Lys Lys Asn Ser Ser Ser Gly lie Ser Gly Ser 
210 215 220 

Gin Arg Arg Tyr lie Gly val Met Met Leu Thr Leu Ser Pro Ser lie 
225 ~ 230 235 240 

Leu Ala Glu Leu Gin Leu Arg Glu Pro Ser Phe Pro Asp val Gin His 
245 250 255 

Gly val Leu lie His Lys val lie Leu Gly Ser Pro Ala His Arg Ala 
260 265 270 

Gly Leu Arg Pro Gly Asp val lie Leu Ala lie Gly Glu Gin Met val 
275 280 285 

Gin Asn Ala Glu Asp val Tyr Glu Ala val Arg Thr Gin Ser Gin Leu 
290 295 300 
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Ala val Gin lie Arg Arg Gly Arg Glu Thr Leu Thr Leu Tyr val Thr 
305 310 315 320 

pro Glu Val Thr Glu 
325 



<210> 48 

<211> 225 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr He Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

His Val Val Ala Asp Arg Arg Arg val Arg Val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro Val Ala Asp lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe Val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly He Val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn ser Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu Val lie Gly val Asn Thr Met Lys Val 
180 185 190 
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Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 



Leu His Arg Gly Glu Lys Lys Asn Ser Ser Ser Gly lie Ser Gly Ser 
210 ~ 215 220 

Gin 

225 

<210> 49 

<211> 225 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> Xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> Xaa = ser 

<400> 49 

Ala val Pro Ser Pro Pro Pro Ala ser Pro Arg Ser Gin Tyr Asn Phe 
15 10 15 

lie Ala Asp val Val Glu Lys Thr Ala Pro Ala Val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 ~ 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val Val Thr Ala Val Asp Pro val Ala Xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 
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Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe val val Ala 
115 120 125 



Met Gly 



Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu Val lie Gly val Asn Thr Met Lys Val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly Glu Lys Lys Asn Ser Ser Ser Gly lie Ser Gly Ser 
210 215 220 

Gin 

225 

<210> 50 

<211> 225 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (65). .(65) 

<223> xaa = Ala, Asp, Asn, Cys, Glu, Gly, lie, Leu, Met, Pro, Ser, Thr, 
val 

<220> 

<221> MISC_FEATURE 

<222> (95). .(95) 

<223> Xaa = Ala, Gly, lie, Leu, Met, Phe, Pro, Ser, Trp, Tyr, Val 

<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> Xaa = Ser 

<400> 50 

Ala Val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val Val Glu Lys Thr Ala Pro Ala Val Val Tyr lie Glu 
20 25 30 
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lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg Val Arg Leu Leu Ser Gly 
65 70 ~ 75 ~ 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro Val Ala Xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp Val Arg Gin Gly Glu Phe Val Val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie Val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn Xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly Glu Lys Lys Asn Ser Ser Ser Gly lie Ser Gly Ser 
210 ~ 215 220 

Gin 

225 

<210> 51 

<211> 225 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 
<222> (65).. (65) 

<223> Xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
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Pro, Gin, Arg, Ser, Thr, Val, Trp, Tyr 

<220> 

<221> MISC_FEATURE 
<222> (95). .(95) 

<223> xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, Ser, Thr, Val, Trp, Tyr 

<220> 

<221> MISC_FEATURE 
<222> (173). .(173) 

<223> xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
pro, Gin, Arg, Thr, val, Trp, Tyr, Asx, Glx 

<400> 51 

Ala val Pro ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 ~ 75 80 

Asp Thr Tyr Glu Ala val Val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp Val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr ser Gly lie val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys Val 
180 185 190 
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Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly Glu Lys Lys Asn ser ser Ser Gly lie Ser Gly Ser 
210 ^ 215 220 

Gin 

225 



<210> 52 

<211> 321 

<212> PRT 

<213> Homo sapiens 

<400> 52 

Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe lie Ala Asp val 
1 5 10 15 

Val Glu Lys Thr Ala Pro Ala val Val Tyr lie Glu lie Leu Asp Arg 
20 25 30 

His Pro Phe Leu Gly Arg Glu Val Pro lie Ser Asn Gly Ser Gly Phe 
35 40 45 

val val Ala Ala Asp Gly Leu lie val Thr Asn Ala His val Val Ala 
50 55 60 

Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly Asp Thr Tyr Glu 
65 70 75 80 

Ala val Val Thr Ala val Asp Pro val Ala Asp lie Ala Thr Leu Arg 
85 90 95 

lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu Gly Arg Ser Ala 
100 105 110 

Asp Val Arg Gin Gly Glu Phe val Val Ala Met Gly Ser Pro Phe Ala 
115 120 125 

Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser Ala Gin Arg Pro 
130 135 140 

Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu Tyr lie Gin Thr 
145 150 155 160 

Asp Ala Ala lie Asp Phe Gly Asn Ser Gly Gly Pro Leu Val Asn Leu 
165 170 175 
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Asp Gly Glu val He Gly val Asn Thr Met Lys val Thr Ala Gly lie 
180 185 190 



Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe Leu His Arg Gly 
195 200 205 



Glu Lys Lys Asn Ser Ser Ser Gly lie Ser Gly Ser Gin Arg Arg Tyr 
210 215 220 

He Gly Val Met Met Leu Thr Leu Ser Pro ser lie Leu Ala Glu Leu 
225 230 235 240 

Gin Leu Arg Glu Pro Ser Phe Pro Asp Val Gin His Gly val Leu lie 
245 250 255 

His Lys val lie Leu Gly Ser Pro Ala His Arg Ala Gly Leu Arg Pro 
260 265 270 

Gly Asp val lie Leu Ala lie Gly Glu Gin Met val Gin Asn Ala Glu 
275 280 285 

Asp val Tyr Glu Ala val Arg Thr Gin Ser Gin Leu Ala val Gin lie 
290 295 300 

Arg Arg Gly Arg Glu Thr Leu Thr Leu Tyr val Thr Pro Glu val Thr 
305 310 315 320 



Glu 



<210> 53 

<211> 325 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (4) 

<223> xaa = Cleaved Amino Acids 
<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> Xaa = Asp, Glu, Lys, His, Arg 
<220> 
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<221> MISCL.FEATURE 
<222> (173). .(173) 
<223> xaa = Ser 

<400> 53 

xaa xaa Xaa xaa Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala Val Val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly ser Gly Phe val Val Ala Ala Asp Gly Leu lie Val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg Val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr He Thr Ser Gly He val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu Val Asn Leu Asp Gly Glu val lie Gly Val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly Glu Lys Lys Asn Ser Ser Ser Gly lie Ser Gly Ser 
210 215 220 

Gin Arg Arg Tyr lie Gly Val Met Met Leu Thr Leu Ser Pro Ser lie 
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225 230 235 240 

Leu Ala Glu Leu Gin Leu Arg Glu Pro Ser Phe Pro Asp val Gin His 
245 250 255 

Gly val Leu He His Lys val lie Leu Gly Ser Pro Ala His Arg Ala 
260 265 270 

Gly Leu Arg Pro Gly Asp val lie Leu Ala lie Gly Glu Gin Met Val 
275 280 285 

Gin Asn Ala Glu Asp val Tyr Glu Ala val Arg Thr Gin Ser Gin Leu 
290 295 300 

Ala val Gin lie Arg Arg Gly Arg Glu Thr Leu Thr Leu Tyr val Thr 
305 310 315 320 

Pro Glu val Thr Glu 
325 



<210> 54 

<211> 221 

<212> PRT 

<213> Homo sapiens 

<400> 54 

Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe lie Ala Asp val 
1 5 10 15 

val Glu Lys Thr Ala Pro Ala Val val Tyr lie Glu lie Leu Asp Arg 
20 25 30 

His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn Gly Ser Gly Phe 
35 40 45 

val val Ala Ala Asp Gly Leu lie val Thr Asn Ala His val val Ala 
50 55 60 

Asp Arg Arg Arg Val Arg val Arg Leu Leu Ser Gly Asp Thr Tyr Glu 
65 70 " 75 80 

Ala val val Thr Ala val Asp Pro val Ala Asp lie Ala Thr Leu Arg 
85 90 95 

lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu Gly Arg Ser Ala 
100 105 110 

Asp val Arg Gin Gly Glu Phe val val Ala Met Gly Ser Pro Phe Ala 
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115 120 125 

Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser Ala Gin Arg Pro 
130 135 140 

Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu Tyr lie Gin Thr 
145 150 155 160 

Asp Ala Ala lie Asp Phe Gly Asn Ser Gly Gly Pro Leu val Asn Leu 
165 170 175 

Asp Gly Glu val lie Gly val Asn Thr Met Lys Val Thr Ala Gly lie 
180 185 190 

Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe Leu His Arg Gly 
195 200 205 

Glu Lys Lys Asn Ser Ser Ser Gly lie Ser Gly Ser Gin 
210 215 220 

<210> 55 

<211> 225 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (4) 

<223> Xaa = Cleaved Amino Acids 
<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<400> 55 

xaa xaa xaa xaa Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 
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lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu Val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe Val val Ala Ala Asp Gly Leu lie Val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg Val Arg Leu Leu Ser Gly 
65 70 ~ 75 ~ 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn Xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 * 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly Glu Lys Lys Asn Ser Ser Ser Gly lie Ser Gly Ser 
210 " 215 220 

Gin 
225 

<210> 56 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<400> 56 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 
1 5 10 15 
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lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arq His Pro Phe Leu Gly Arq Glu Val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

His val val Ala Asp Arq Arg Arq val Arq val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val Val Thr Ala Val Asp Pro Val Ala Asp lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp Val Arg Gin Gly Glu Phe val Val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn ser Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly 
210 



<210> 57 

<211> 212 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISCFEATURE 

<222> (65).. (65) 

<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 
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<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<400> 57 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val Val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 " 40 45 

Gly Ser Gly Phe Val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 " 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala Xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie Val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 
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210 
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<210> 58 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (65). .(65) 

<223> xaa = Ala, Asp, Asn, Cys, Glu, Gin, Gly, lie, Leu, Met, Pro, Ser, 
Thr, val 

<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> Xaa = Ala, Gly, lie, Leu, Met, Phe, Pro, Ser, Trp, Tyr, Val 
<220> 

<221> MISC_FEATURE 

<222> (173). .(173) 

<223> xaa = Ser 

<400> 58 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu Val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu He Val Thr Asn Ala 
50 55 60 

Xaa Val val Ala Asp Arg Arg Arg Val Arg Val Arg Leu Leu Ser Gly 
65 70 ~ 75 ~ 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp Val Arg Gin Gly Glu Phe Val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie Val Ser Ser 
130 135 140 
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Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn Xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu Val lie Gly Val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly 
210 

<210> 59 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 
<222> (65).. (65) 

<223> xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, Ser, Thr, Val, Trp, Tyr 

<220> 

<221> MISC_FEATURE 
<222> (95).. (95) 

<223> xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, Ser, Thr, Val, Trp, Tyr 

<220> 

<221> MISC_FEATURE 
<222> (173).. (173) 

<223> Xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, Thr, Val, Trp, Tyr, Asx, Glx 

<400> 59 

Ala Val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
15 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro He Ser Asn 
35 ^ 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 
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xaa Val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 " 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro Val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe Val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 ~ 150 ' 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly 
210 



<210> 60 

<211> 208 

<212> PRT 

<213> Homo sapiens 

<400> 60 

Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe lie Ala Asp val 
1 5 10 15 

val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu lie Leu Asp Arg 

20 25 30 ' " 

His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn Gly Ser Gly Phe 
35 " 40 45 

Val val Ala Ala Asp Gly Leu He val Thr Asn Ala His val val Ala 
50 55 60 
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Asp Arg Arg Arg Val Arg val Arg Leu Leu Ser Gly Asp Thr Tyr Glu 
65 70 75 80 

Ala val val Thr Ala val Asp Pro val Ala Asp lie Ala Thr Leu Arg 
85 90 95 

lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu Gly Arg ser Ala 
100 105 110 

Asp val Arg Gin Gly Glu Phe val val Ala Met Gly Ser Pro Phe Ala 
115 120 125 

Leu Gin Asn Thr lie Thr Ser Gly He val Ser Ser Ala Gin Arg Pro 
130 135 140 

Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu Tyr lie Gin Thr 
145 150 155 160 

Asp Ala Ala lie Asp Phe Gly Asn Ser Gly Gly Pro Leu val Asn Leu 
165 170 175 

Asp Gly Glu val lie Gly val Asn Thr Met Lys val Thr Ala Gly lie 
180 185 190 

Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe Leu His Arg Gly 
195 200 " 205 

<210> 61 

<211> 212 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (1)..(4) 

<223> xaa = Cleaved Amino Acids 
<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> Xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> Xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 



Page 59 



IP-022.ST25.txt 

<400> 61 

xaa Xaa xaa xaa Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala Val val Tyr lie Glu 
20 25 30 

He Leu Asp Arg His Pro Phe Leu Gly Arg Glu Val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala Val Val Thr Ala Val Asp Pro val Ala Xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe Val Val Ala Met Gly 
115 120 125 

Ser pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly He Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly 
210 

<210> 62 

<211> 210 

<212> PRT 

<213> Homo sapiens 
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<400> 62 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp Val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

His val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro Val Ala Asp lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie Val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn ser Gly Gly Pro 
165 170 ' 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 



Leu His 
210 



<210> 63 

<211> 210 

<212> PRT 

<213> Homo sapiens 
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<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> Xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<400> 63 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val Val Thr Ala Val Asp Pro val Ala Xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val Val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr ser Gly He val Ser ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn Xaa Gly Gly Pro 
165 170 175 

Leu Val Asn Leu Asp Gly Glu Val lie Gly Val Asn Thr Met Lys Val 
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180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His 
210 

<210> 64 

<211> 210 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = Ala, Asp, Asn, cys, Glu, Gin, Gly, lie, Leu, Met, Pro, Ser, 
Thr, val 

<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> xaa = Ala, Gly, lie, Leu, Met, Phe, Pro, Ser, Trp, Tyr, Val 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<400> 64 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
15 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu Val Pro lie Ser Asn 
35 40 " 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 ' " 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 
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Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe Val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu Val lie Gly Val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His 
210 

<210> 65 

<211> 210 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 
<222> (65).. (65) 

<223> xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, Ser, Thr, Val, Trp, Tyr 

<220> 

<221> MISC_FEATURE 
<222> (95).. (95) 

<223> Xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, Ser, Thr, Val, Trp, Tyr 

<220> 

<221> MISC_FEATURE 
<222> (173). .(173) 

<223> xaa = Ala, Cys, Asp, Glu, Phe, Gly, His, lie, Lys, Leu, Met, Asn, 
Pro, Gin, Arg, Thr, val, Trp, Tyr, Asx, Glx 

<400> 65 

Ala Val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val Val Glu Lys Thr Ala Pro Ala Val val Tyr lie Glu 
20 25 30 



lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro He Ser Asn 
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35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie Val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 ~ 75 80 

Asp Thr Tyr Glu Ala val Val Thr Ala Val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 " 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val He Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 



Leu His 
210 



<210> 66 

<211> 212 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (54).. (54) 

<223> xaa = Deleted Amino Acid 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> Xaa = His, Lys, Arg, Phe, Tyr, Trp 
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<220> 

<221> MI SC — FEATURE 

<222> (95).. (95) 

<223> Xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173). .(173) 

<223> xaa = Ser 

<400> 66 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 " 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala Val Val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu Val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val xaa Ala Ala Asp Gly Leu lie Val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg Val Arg Leu Leu Ser Gly 
65 70 75 ~ 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp Val Arg Gin Gly Glu Phe Val Val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr He Thr Ser Gly lie Val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn Xaa Gly Gly Pro 
165 170 175 

Leu Val Asn Leu Asp Gly Glu val lie Gly Val Asn Thr Met Lys Val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 
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210 
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<210> 67 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> Xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (77)..C77) 

<223> xaa = Deleted Amino Acid 

<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<400> 67 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 " 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg xaa Leu Ser Gly 
65 70 ~ 75 " 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 
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Ser Pro Phe Ala Leu Gin Asn Thr lie Thr ser Gly lie val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 ~ 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 " 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly 
210 

<210> 68 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = Ala, Asp, Asn, cys, Glu, Gin, Gly, lie, Leu, Met, Pro, Ser, 
Thr, val 

<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> xaa = Ala, Gly, lie, Leu, Met, Phe, Pro, Ser, Trp, Tyr, val 

<220> 

<221> MISC_FEATURE 

<222> (124) . . (124) 

<223> xaa = Deleted Amino Acid 

<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<400> 68 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
15 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 
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lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu Val Pro lie Ser Asn 
35 40 * 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie Val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg Val Arg Val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala Val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe xaa val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 ~ 150 * 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu Val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly 
210 

<210> 69 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> Xaa = Asp, Glu, Lys, His, Arg 
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<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<220> 

<221> MISC_FEATURE 

<222> (177).. (177) 

<223> xaa = Deleted Amino Acid 

<400> 69 

Ala val Pro Ser Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 
15 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val ser ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

xaa val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 
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Leu His Arg Gly 
210 

<210> 70 

<211> 206 

<212> PRT 

<213> Homo sapiens 

<400> 70 

Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe lie Ala Asp val 
1 5 10 15 

val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu lie Leu Asp Arg 
20 25 30 

His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn Gly Ser Gly Phe 
35 40 45 

val val Ala Ala Asp Gly Leu lie Val Thr Asn Ala His val val Ala 
50 55 60 

Asp Arg .Arg Arg Val Arg Val Arg Leu Leu Ser Gly Asp Thr Tyr Glu 
65 70 75 80 

Ala val val Thr Ala Val Asp Pro Val Ala Asp lie Ala Thr Leu Arg 
85 90 95 

lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu Gly Arg Ser Ala 
100 105 110 

Asp val Arg Gin Gly Glu Phe val val Ala Met Gly Ser Pro Phe Ala 
115 120 125 

Leu Gin Asn Thr lie Thr Ser Gly lie val Ser ser Ala Gin Arg Pro 
130 135 140 

Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu Tyr lie Gin Thr 
145 150 155 ' 160 

Asp Ala Ala lie Asp Phe Gly Asn Ser Gly Gly Pro Leu val Asn Leu 
165 170 175 

Asp Gly Glu Val lie Gly val Asn Thr Met Lys Val Thr Ala Gly lie 
180 185 190 

ser Phe Ala lie Pro ser Asp Arg Leu Arg Glu Phe Leu His 
195 200 205 
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<210> 71 

<211> 210 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (4) 

<223> xaa = Cleaved Amino Acids 
<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> Xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> Xaa = Ser 

<400> 71 

xaa xaa xaa xaa Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 ~ 40 45 

Gly ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

Xaa Val Val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val Val Thr Ala Val Asp Pro val Ala Xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp Val Arg Gin Gly Glu Phe Val Val Ala Met Gly 
115 120 125 



Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser 
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Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys Val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 



Leu His 
210 

<210> 72 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (4) 

<223> Xaa = Cleaved Amino Acids 
<220> 

<221> MISC_FEATURE 

<222> (54).. (54) 

<223> xaa = Deleted Amino Acid 

<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MI SC_FEATURE 

<222> (173).. (173) 

<223> Xaa = Ser 

<400> 72 

xaa xaa xaa xaa Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 
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lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe Val xaa Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg Val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala Xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 ~ 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 

Leu Val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly 
210 

<210> 73 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1)..(4) 

<223> xaa = Cleaved Amino Acids 



<220> 

<221> MISC_FEATURE 
<222> (65).. (65) 
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<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 

<220> 

<221> MISC_FEATURE 

<222> (77).. (77) 

<223> xaa = Deleted Amino Acid 

<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> Xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> Xaa = Ser 

<400> 73 

xaa xaa xaa xaa Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
15 10 ~ 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu Val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg xaa Leu Ser Gly 
65 70 ~ 75 80 

Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe val val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn xaa Gly Gly Pro 
165 170 175 
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Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly 
210 



<210> 74 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (4) 

<223> Xaa = Cleaved Amino Acids 
<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MI SC_FEATURE 

<222> (95).. (95) 

<223> xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (124) . . (124) 

<223> xaa = Deleted Amino Acid 

<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> xaa = Ser 

<400> 74 

xaa xaa xaa xaa Pro Pro Pro Ala Ser Pro Arg Ser Gin Tyr Asn Phe 
1 5 10 15 

He Ala Asp val Val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 " 45 

Gly ser Gly Phe val val Ala Ala Asp Gly Leu lie val Thr Asn Ala 
50 55 60 

xaa val Val Ala Asp Arg Arg Arg Val Arg Val Arg Leu Leu Ser Gly 
65 70 75 80 
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Asp Thr Tyr Glu Ala val val Thr Ala val Asp Pro val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg Ser Ala Asp val Arg Gin Gly Glu Phe xaa val Ala Met Gly 
115 120 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn val Glu 
145 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn Xaa Gly Gly Pro 
165 170 175 

Leu val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly 
210 

<210> 75 

<211> 212 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1)..(4) 

<223> Xaa = Cleaved Amino Acids 
<220> 

<221> MISC_FEATURE 

<222> (65).. (65) 

<223> Xaa = His, Lys, Arg, Phe, Tyr, Trp 
<220> 

<221> MISC_FEATURE 

<222> (95).. (95) 

<223> Xaa = Asp, Glu, Lys, His, Arg 
<220> 

<221> MISC_FEATURE 

<222> (173).. (173) 

<223> Xaa = Ser 
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<220> 

<221> MI SC_FEATURE 
<222> (177).. (177) 
<223> xaa = Deleted Amino Acid 

<400> 75 

Xaa Xaa xaa Xaa Pro Pro Pro Ala Ser Pro Arg ser Gin Tyr Asn Phe 
1 5 10 15 

lie Ala Asp val val Glu Lys Thr Ala Pro Ala val val Tyr lie Glu 
20 25 30 

lie Leu Asp Arg His Pro Phe Leu Gly Arg Glu val Pro lie Ser Asn 
35 40 45 

Gly Ser Gly Phe val val Ala Ala Asp Gly Leu lie Val Thr Asn Ala 
50 55 60 

xaa val val Ala Asp Arg Arg Arg val Arg val Arg Leu Leu Ser Gly 
65 70 75 80 

Asp Thr Tyr Glu Ala Val Val Thr Ala Val Asp Pro Val Ala xaa lie 
85 90 95 

Ala Thr Leu Arg lie Gin Thr Lys Glu Pro Leu Pro Thr Leu Pro Leu 
100 105 110 

Gly Arg ser Ala Asp val Arg Gin Gly Glu Phe val Val Ala Met Gly 
115 120 ' 125 

Ser Pro Phe Ala Leu Gin Asn Thr lie Thr Ser Gly lie val Ser Ser 
130 135 140 

Ala Gin Arg Pro Ala Arg Asp Leu Gly Leu Pro Gin Thr Asn Val Glu 
145 " 150 155 160 

Tyr lie Gin Thr Asp Ala Ala lie Asp Phe Gly Asn Xaa Gly Gly Pro 
165 170 175 

xaa val Asn Leu Asp Gly Glu val lie Gly val Asn Thr Met Lys val 
180 185 190 

Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg Leu Arg Glu Phe 
195 200 205 

Leu His Arg Gly 
210 
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<210> 76 

<211> 100 

<212> PRT 

<213> Homo sapiens 

<4*00> 76 

Arg Arg Tyr lie Gly val Met Met Leu Thr Leu Ser Pro Ser lie Leu 
15 10 15 

Ala Glu Leu Gin Leu Arg Glu Pro Ser Phe Pro Asp val Gin His Gly 

20 • 25 30 

val Leu lie His Lys val lie Leu Gly ser Pro Ala His Arg Ala Gly 
35 40 45 

Leu Arg Pro Gly Asp val lie Leu Ala lie Gly Glu Gin Met Val Gin 
50 55 60 

Asn Ala Glu Asp val Tyr Glu Ala Val Arg Thr Gin ser Gin Leu Ala 
65 70 75 80 

val Gin lie Arg Arg Gly Arg Glu Thr Leu Thr Leu Tyr val Thr Pro 
85 90 95 

Glu val Thr Glu 
100 

<210> 77 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 77 

Ala val Pro Ser 
1 



<210> 78 

<211> 618 

<212> PRT 

<213> Homo sapiens 

<400> 78 

Met His Lys Thr Ala Ser Gin Arg Leu Phe Pro Gly Pro Ser Tyr Gin 
15 10 15 



Asn lie Lys Ser lie Met Glu Asp Ser Thr lie Leu Ser Asp Trp Thr 
20 25 30 



Asn Ser Asn Lys Gin Lys Met Lys Tyr Asp Phe Ser Cys Glu Leu Tyr 
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Arg Met Ser Thr Tyr Ser Thr Phe Pro Ala Gly val Pro val Ser Glu 
50 55 60 

Arg Ser Leu Ala Arg Ala Gly Phe Tyr Tyr Thr Gly Val Asn Asp Lys 
65 70 75 80 

val Lys Cys Phe Cys Cys Gly Leu Met Leu Asp Asn Trp Lys Leu Gly 
85 90 95 

Asp Ser Pro lie Gin Lys His Lys Gin Leu Tyr Pro Ser Cys Ser Phe 
100 105 110 

lie Gin Asn Leu val Ser Ala Ser Leu Gly Ser Thr ser Lys Asn Thr 
115 120 125 

Ser Pro Met Arg Asn Ser Phe Ala His Ser Leu Ser Pro Thr Leu Glu 
130 " 135 140 

His Ser Ser Leu Phe Ser Gly Ser Tyr Ser Ser Leu Ser Pro Asn Pro 
145 150 155 160 

Leu Asn ser Arg Ala val Glu Asp lie Ser ser ser Arg Thr Asn Pro 
165 170 175 

Tyr Ser Tyr Ala Met Ser Thr Glu Glu Ala Arg Phe Leu Thr Tyr His 
180 185 ~ 190 

Met Trp Pro Leu Thr Phe Leu Ser Pro Ser Glu Leu Ala Arg Ala Gly 
195 200 205 

Phe Tyr Tyr lie Gly Pro Gly Asp Arg val Ala Cys Phe Ala Cys Gly 
210 215 220 

Gly Lys Leu Ser Asn Trp Glu Pro Lys Asp Asp Ala Met ser Glu His 
225 230 235 240 

Arg Arg His Phe Pro Asn Cys Pro Phe Leu Glu Asn ser Leu Glu Thr 
245 250 255 

Leu Arg Phe Ser lie Ser Asn Leu Ser Met Gin Thr His Ala Ala Arg 
260 265 270 

Met Arg Thr Phe Met Tyr Trp Pro Ser Ser Val Pro val Gin Pro Glu 
275 280 285 
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Gin Leu Ala Ser Ala Gly Phe Tyr Tyr val Gly Arg Asn Asp Asp Val 
290 295 300 

Lys Cys Phe Cys Cys Asp Gly Gly Leu Arg Cys Trp Glu Ser Gly Asp 
305 * 310 315 320 

Asp Pro Trp Val Glu His Ala Lys Trp Phe Pro Arg Cys Glu Phe Leu 
325 330 335 

lie Arg Met Lys Gly Gin Glu Phe val Asp Glu lie Gin Gly Arg Tyr 
340 345 350 

Pro His Leu Leu Glu Gin Leu Leu Ser Thr Ser Asp Thr Thr Gly Glu 
355 360 365 

Glu Asn Ala Asp Pro Pro lie lie His Phe Gly Pro Gly Glu Ser Ser 
370 375 380 

Ser Glu Asp Ala val Met Met Asn Thr Pro Val Val Lys Ser Ala Leu 
385 390 395 400 

Glu Met Gly Phe Asn Arg Asp Leu val Lys Gin Thr val Gin Ser Lys 
405 ^ 410 415 

lie Leu Thr Thr Gly Glu Asn Tyr Lys Thr val Asn Asp lie Val Ser 
420 425 430 

Ala Leu Leu Asn Ala Glu Asp Glu Lys Arg Glu Glu Glu Lys Glu Lys 
435 440 " 445 

Gin Ala Glu Glu Met Ala Ser Asp Asp Leu Ser Leu lie Arg Lys Asn 
450 455 460 

Arg Met Ala Leu Phe Gin Gin Leu Thr Cys Val Leu Pro lie Leu Asp 
465 470 475 480 

Asn Leu Leu Lys Ala Asn val lie Asn Lys Gin Glu His Asp lie lie 
485 490 495 

Lys Gin Lys Thr Gin lie Pro Leu Gin Ala Arg Glu Leu lie Asp Thr 
500 505 510 

lie Leu val Lys Gly Asn Ala Ala Ala Asn lie Phe Lys Asn Cys Leu 
515 520 525 

Lys Glu lie Asp Ser Thr Leu Tyr Lys Asn Leu Phe val Asp Lys Asn 
530 535 540 
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Met Lys Tyr lie Pro Thr Glu Asp val Ser Gly Leu Ser Leu Glu Glu 
545 550 555 560 

Gin Leu Arg Arg Leu Gin Glu Glu Arg Thr Cys Lys val Cys Met Asp 
565 570 575 

Lys Glu val Ser val val Phe lie Pro Cys Gly His Leu val val Cys 
580 585 590 

Gin Glu cys Ala Pro Ser Leu Arg Lys Cys Pro lie Cys Arg Gly lie 
595 600 605 

lie Lys Gly Thr val Arg Thr Phe Leu Ser 
610 615 



<210> 79 

<211> 604 

<212> PRT 

<213> Homo sapiens 

<400> 79 

Met Asn lie val Glu Asn Ser lie Phe Leu Ser Asn Leu Met Lys Ser 
15 10 15 

Ala Asn Thr Phe Glu Leu Lys Tyr Asp Leu Ser Cys Glu Leu Tyr Arg 
20 25 30 

Met Ser Thr Tyr ser Thr Phe Pro Ala Gly val Pro val Ser Glu Arg 
35 40 45 

ser Leu Ala Arg Ala Gly Phe Tyr Tyr Thr Gly val Asn Asp Lys val 
50 ~ 55 60 

Lys Cys Phe Cys Cys Gly Leu Met Leu Asp Asn Trp Lys Arg Gly Asp 
65 70 75 " 80 

Ser Pro Thr Glu Lys His Lys Lys Leu Tyr Pro Ser Cys Arg Phe val 
85 90 95 

Gin Ser Leu Asn ser val Asn Asn Leu Glu Ala Thr Ser Gin Pro Thr 
100 105 110 

Phe Pro Ser Ser Val Thr Asn Ser Thr His Ser Leu Leu Pro Gly Thr 
115 120 125 

Glu Asn Ser Gly Tyr Phe Arg Gly Ser Tyr Ser Asn ser Pro Ser Asn 
130 135 140 
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Pro val Asn Ser Arg Ala Asn Gin Asp Phe Ser Ala Leu Met Arg Ser 
145 150 155 160 

Ser Tyr His Cys Ala Met Asn Asn Glu Asn Ala Arg Leu Leu Thr Phe 
165 . 170 175 

Gin Thr Trp Pro Leu Thr Phe Leu Ser Pro Thr Asp Leu Ala Lys Ala 
180 185 190 

Gly Phe Tyr Tyr lie Gly Pro Gly Asp Arg Val Ala Cys Phe Ala Cys 
195 200 ' ~ 205 

Gly Gly Lys Leu Ser Asn Trp Glu Pro Lys Asp Asn Ala Met Ser Glu 
210 215 220 

His Leu Arg His Phe Pro Lys Cys Pro Phe lie Glu Asn Gin Leu Gin 
225 ^ 230 235 240 

Asp Thr Ser Arg Tyr Thr Val Ser Asn Leu Ser Met Gin Thr His Ala 
245 250 255 

Ala Arg Phe Lys Thr Phe Phe Asn Trp Pro Ser Ser Val Leu val Asn 
260 265 270 

Pro Glu Gin Leu Ala Ser Ala Gly Phe Tyr Tyr Val Gly Asn Ser Asp 
275 280 * 285 

Asp val Lys Cys Phe Cys Cys Asp Gly Gly Leu Arg Cys Trp Glu Ser 
290 295 300 

Gly Asp Asp Pro Trp val Gin His Ala Lys Trp Phe Pro Arg Cys Glu 
305 310 315 320 

Tyr Leu lie Arg lie Lys Gly Gin Glu Phe lie Arg Gin Val Gin Ala 
325 330 335 

Ser Tyr Pro His Leu Leu Glu Gin Leu Leu Ser Thr Ser Asp Ser Pro 
340 345 350 

Gly Asp Glu Asn Ala Glu Ser Ser lie lie His Phe Glu Pro Gly Glu 
355 360 365 

Asp His Ser Glu Asp Ala lie Met Met Asn Thr Pro val lie Asn Ala 
370 375 380 



Ala val Glu Met Gly Phe Ser Arg Ser Leu Val Lys Gin Thr Val Gin 
385 390 ~ 395 400 

Page 83 



lP-022.ST25.txt 

Arg Lys lie Leu Ala Thr Gly Glu Asn Tyr Arg Leu val Asn Asp Leu 
405 " 410 " 415 

val Leu Asp Leu Leu Asn Ala Glu Asp Glu lie Arg Glu Glu Glu Arg 
420 425 430 

Glu Arg Ala Thr Glu Glu Lys Glu Ser Asn Asp Leu Leu Leu lie Arg 
435 440 445 

Lys Asn Arg Met Ala Leu Phe Gin His Leu Thr Cys val lie Pro lie 
450 455 460 

Leu Asp ser Leu Leu Thr Ala Gly lie lie Asn Glu Gin Glu His Asp 
465 470 475 480 

val lie Lys Gin Lys Thr Gin Thr ser Leu Gin Ala Arg Glu Leu lie 
485 490 " 495 

Asp Thr lie Leu val Lys Gly Asn lie Ala Ala Thr val Phe Arg Asn 
500 505 510 

Ser Leu Gin Glu Ala Glu Ala Val Leu Tyr Glu His Leu Phe val Gin 
515 520 525 

Gin Asp lie Lys Tyr lie Pro Thr Glu Asp val Ser Asp Leu Pro val 
530 535 540 

Glu Glu Gin Leu Arg Arg Leu Gin Glu Glu Arg Thr Cys Lys Val Cys 
545 550 555 560 

Met Asp Lys Glu val Ser lie val Phe lie Pro Cys Gly His Leu Val 
565 570 575 

Val Cys Lys Asp Cys Ala Pro ser Leu Arg Lys Cys Pro lie Cys Arg 
580 585 590 

Ser Thr lie Lys Gly Thr Val Arg Thr Phe Leu Ser 
595 600 



<210> 80 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 80 

Glu Gin Lys Leu lie Ser Glu Glu Asp Leu 
1 5 10 
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<210> 81 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 81 

aatctagaat ggctgcgccg agggcg 26 

<210> 82 

<211> 61 

<212> DNA 

<213> Homo sapiens 

<400> 82 

aaggtaccta caggtcctcc tctgagatca gcttctgctc ttctgtgacc tcaggggtca 60 
c 61 



<210> 83 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 83 

aatctagaat ggccgtccct agcccgccgc cc 32 
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